Co-authored publications with mentees
Samie R Jaffrey, MD, PhD · 49 publications across 19 mentees
PhD mentee
1. Park KS, Dey SK, Nalavade R, Mirza AH, Hou Q, Roque MAM, Oleynikov M, Litke JL, Jaffrey SR. A multivalent RNA affinity tag enables selective purification of tagged RNAs and bound proteins. Nucleic acids research. 2026;54(14). doi: 10.1093/nar/gkag735. PMID: 42531073; PMCID: PMC13421773.
Mentee: Maxim Oleynikov · Pharmacology (PhD)
2. Hou Q, Oleynikov M, Mei X, Dong L, Hagen T, Jaffrey SR. A portable poison exon for small-molecule control of mammalian gene expression. Nature methods. 2025;22(11):2337-2348. doi: 10.1038/s41592-025-02860-7. PMID: 41184552; PMCID: PMC13102273.
Mentee: Maxim Oleynikov · Pharmacology (PhD)
3. Hou Q, Oleynikov M, Mei X, Dong L, Hagen T, Jaffrey SR. A portable poison exon for small-molecule control of mammalian gene expression. Nature methods. 2025;22(11):2337-2348. doi: 10.1038/s41592-025-02860-7. PMID: 41184552; PMCID: PMC13102273.
Mentee: Linghao Dong · Pharmacology (PhD)
4. Oleynikov M, Jaffrey SR. RNA tertiary structure and conformational dynamics revealed by BASH MaP. eLife. 2024;13. doi: 10.7554/eLife.98540. PMID: 39625751; PMCID: PMC11614387.
Mentee: Maxim Oleynikov · Pharmacology (PhD)
5. Unti MJ, Doetsch L, Jaffrey SR. A circular split nanoluciferase reporter for validating and screening putative internal ribosomal entry site elements. RNA (New York, N.Y.). 2024;30(11):1529-1540. doi: 10.1261/rna.080008.124. PMID: 39103230; PMCID: PMC11482608.
Mentee: Mildred Unti · Pharmacology (PhD) · Class of 2024
6. Oleynikov M, Jaffrey SR. RNA tertiary structure and conformational dynamics revealed by BASH MaP. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2024.04.11.589009. PMID: 38645201; PMCID: PMC11030352.
Mentee: Maxim Oleynikov · Pharmacology (PhD)
7. Unti MJ, Jaffrey SR. Highly efficient cellular expression of circular mRNA enables prolonged protein expression. Cell chemical biology. 2023;31(1):163-176.e5. doi: 10.1016/j.chembiol.2023.09.015. PMID: 37883972; PMCID: PMC10841545.
Mentee: Mildred Unti · Pharmacology (PhD) · Class of 2024
8. Ries RJ, Pickering BF, Poh HX, Namkoong S, Jaffrey SR. m6A governs length-dependent enrichment of mRNAs in stress granules. Nature structural & molecular biology. 2023;30(10):1525-1535. doi: 10.1038/s41594-023-01089-2. PMID: 37710015; PMCID: PMC10715973.
Mentee: Hui Xian Poh · Molecular Biology (PhD) · Class of 2024
9. Unti MJ, Jaffrey SR. Highly efficient cellular expression of circular mRNA enables prolonged protein expression. bioRxiv : the preprint server for biology. 2023. doi: 10.1101/2023.07.11.548538. PMID: 37503010; PMCID: PMC10369907.
Mentee: Mildred Unti · Pharmacology (PhD) · Class of 2024
10. Mlynarczyk C, Teater M, Pae J, Chin CR, Wang L, Arulraj T, Barisic D, Papin A, Hoehn KB, Kots E, Ersching J, Bandyopadhyay A, Barin E, Poh HX, Evans CM, Chadburn A, Chen Z, Shen H, Isles HM, Pelzer B, Tsialta I, Doane AS, Geng H, Rehman MH, Melnick J, Morgan W, Nguyen DTT, Elemento O, Kharas MG, Jaffrey SR, Scott DW, Khelashvili G, Meyer-Hermann M, Victora GD, Melnick A. BTG1 mutation yields supercompetitive B cells primed for malignant transformation. Science (New York, N.Y.). 2023;379(6629):eabj7412. doi: 10.1126/science.abj7412. PMID: 36656933; PMCID: PMC10515739.
Mentee: Hui Xian Poh · Molecular Biology (PhD) · Class of 2024
11. Poh HX, Mirza AH, Pickering BF, Jaffrey SR. Alternative splicing of METTL3 explains apparently METTL3-independent m6A modifications in mRNA. PLoS biology. 2022;20(7):e3001683. doi: 10.1371/journal.pbio.3001683. PMID: 35853000; PMCID: PMC9295969.
Mentee: Hui Xian Poh · Molecular Biology (PhD) · Class of 2024
12. Dixit D, Prager BC, Gimple RC, Poh HX, Wang Y, Wu Q, Qiu Z, Kidwell RL, Kim LJY, Xie Q, Vitting-Seerup K, Bhargava S, Dong Z, Jiang L, Zhu Z, Hamerlik P, Jaffrey SR, Zhao JC, Wang X, Rich JN. The RNA m6A Reader YTHDF2 Maintains Oncogene Expression and Is a Targetable Dependency in Glioblastoma Stem Cells. Cancer discovery. 2020;11(2):480-499. doi: 10.1158/2159-8290.CD-20-0331. PMID: 33023892; PMCID: PMC8110214.
Mentee: Hui Xian Poh · Molecular Biology (PhD) · Class of 2024
13. Li X, Kim H, Litke JL, Wu J, Jaffrey SR. Fluorophore-Promoted RNA Folding and Photostability Enables Imaging of Single Broccoli-Tagged mRNAs in Live Mammalian Cells. Angewandte Chemie (International ed. in English). 2020;59(11):4511-4518. doi: 10.1002/anie.201914576. PMID: 31850609; PMCID: PMC8158785.
Mentee: Jacob Litke · Tri-I Program in Chemical Biology (PhD) · Class of 2019
14. Li X, Kim H, Litke JL, Wu J, Jaffrey SR. Fluorophore-Promoted RNA Folding and Photostability Enables Imaging of Single Broccoli-Tagged mRNAs in Live Mammalian Cells. Angewandte Chemie (International ed. in English). 2020;59(11):4511-4518. doi: 10.1002/anie.201914576. PMID: 31850609; PMCID: PMC8158785.
Mentee: Hyaeyeong Kim · Cell & Developmental Biology (PhD) · Class of 2020
15. Kim H, Jaffrey SR. A Fluorogenic RNA-Based Sensor Activated by Metabolite-Induced RNA Dimerization. Cell chemical biology. 2019;26(12):1725-1731.e6. doi: 10.1016/j.chembiol.2019.09.013. PMID: 31631009; PMCID: PMC6939632.
Mentee: Hyaeyeong Kim · Cell & Developmental Biology (PhD) · Class of 2020
16. Zaccara S, Ries RJ, Jaffrey SR. Reading, writing and erasing mRNA methylation. Nature reviews. Molecular cell biology. 2019;20(10):608-624. doi: 10.1038/s41580-019-0168-5. PMID: 31520073.
Mentee: Ryan Ries · Neuroscience (PhD) · Class of 2023
17. Wu J, Zaccara S, Khuperkar D, Kim H, Tanenbaum ME, Jaffrey SR. Live imaging of mRNA using RNA-stabilized fluorogenic proteins. Nature methods. 2019;16(9):862-865. doi: 10.1038/s41592-019-0531-7. PMID: 31471614; PMCID: PMC6719798.
Mentee: Hyaeyeong Kim · Cell & Developmental Biology (PhD) · Class of 2020
18. Ries RJ, Zaccara S, Klein P, Olarerin-George A, Namkoong S, Pickering BF, Patil DP, Kwak H, Lee JH, Jaffrey SR. m6A enhances the phase separation potential of mRNA. Nature. 2019;571(7765):424-428. doi: 10.1038/s41586-019-1374-1. PMID: 31292544; PMCID: PMC6662915.
Mentee: Ryan Ries · Neuroscience (PhD) · Class of 2023
19. Litke JL, Jaffrey SR. Highly efficient expression of circular RNA aptamers in cells using autocatalytic transcripts. Nature biotechnology. 2019;37(6):667-675. doi: 10.1038/s41587-019-0090-6. PMID: 30962542; PMCID: PMC6554452.
Mentee: Jacob Litke · Tri-I Program in Chemical Biology (PhD) · Class of 2019
20. You M, Litke JL, Wu R, Jaffrey SR. Detection of Low-Abundance Metabolites in Live Cells Using an RNA Integrator. Cell chemical biology. 2019;26(4):471-481.e3. doi: 10.1016/j.chembiol.2019.01.005. PMID: 30773480; PMCID: PMC6474789.
Mentee: Jacob Litke · Tri-I Program in Chemical Biology (PhD) · Class of 2019
21. Grozhik AV, Jaffrey SR. Distinguishing RNA modifications from noise in epitranscriptome maps. Nature chemical biology. 2018;14(3):215-225. doi: 10.1038/nchembio.2546. PMID: 29443978.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
22. Grozhik AV, Jaffrey SR. Epitranscriptomics: Shrinking maps of RNA modifications. Nature. 2017;551(7679):174-176. doi: 10.1038/nature24156. PMID: 29072301.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
23. Song W, Filonov GS, Kim H, Hirsch M, Li X, Moon JD, Jaffrey SR. Imaging RNA polymerase III transcription using a photostable RNA-fluorophore complex. Nature chemical biology. 2017;13(11):1187-1194. doi: 10.1038/nchembio.2477. PMID: 28945233; PMCID: PMC5679246.
Mentee: Hyaeyeong Kim · Cell & Developmental Biology (PhD) · Class of 2020
24. Kan L, Grozhik AV, Vedanayagam J, Patil DP, Pang N, Lim K, Huang Y, Joseph B, Lin C, Despic V, Guo J, Yan D, Kondo S, Deng W, Dedon PC, Jaffrey SR, Lai EC. The m6A pathway facilitates sex determination in Drosophila. Nature communications. 2017;8:15737. doi: 10.1038/ncomms15737. PMID: 28675155; PMCID: PMC5500889.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
25. Grozhik AV, Linder B, Olarerin-George AO, Jaffrey SR. Mapping m6A at Individual-Nucleotide Resolution Using Crosslinking and Immunoprecipitation (miCLIP). Methods in molecular biology (Clifton, N.J.). 2017;1562:55-78. doi: 10.1007/978-1-4939-6807-7_5. PMID: 28349454; PMCID: PMC5562447.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
26. Mauer J, Luo X, Blanjoie A, Jiao X, Grozhik AV, Patil DP, Linder B, Pickering BF, Vasseur J, Chen Q, Gross SS, Elemento O, Debart F, Kiledjian M, Jaffrey SR. Reversible methylation of m6Am in the 5' cap controls mRNA stability. Nature. 2016;541(7637):371-375. doi: 10.1038/nature21022. PMID: 28002401; PMCID: PMC5513158.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
27. Litke JL, You M, Jaffrey SR. Developing Fluorogenic Riboswitches for Imaging Metabolite Concentration Dynamics in Bacterial Cells. Methods in enzymology. 2016;572:315-33. doi: 10.1016/bs.mie.2016.03.021. PMID: 27241761; PMCID: PMC5540731.
Mentee: Jacob Litke · Tri-I Program in Chemical Biology (PhD) · Class of 2019
28. Linder B, Grozhik AV, Olarerin-George AO, Meydan C, Mason CE, Jaffrey SR. Single-nucleotide-resolution mapping of m6A and m6Am throughout the transcriptome. Nature methods. 2015;12(8):767-72. doi: 10.1038/nmeth.3453. PMID: 26121403; PMCID: PMC4487409.
Mentee: Anna Grozhik · Neuroscience (PhD) · Class of 2018
29. Filonov GS, Kam CW, Song W, Jaffrey SR. In-gel imaging of RNA processing using broccoli reveals optimal aptamer expression strategies. Chemistry & biology. 2015;22(5):649-60. doi: 10.1016/j.chembiol.2015.04.018. PMID: 26000751; PMCID: PMC4441765.
Mentee: Christina Kam · Molecular Biology (PhD) · Class of 2021
30. You M, Litke JL, Jaffrey SR. Imaging metabolite dynamics in living cells using a Spinach-based riboswitch. Proceedings of the National Academy of Sciences of the United States of America. 2015;112(21):E2756-65. doi: 10.1073/pnas.1504354112. PMID: 25964329; PMCID: PMC4450428.
Mentee: Jacob Litke · Tri-I Program in Chemical Biology (PhD) · Class of 2019
Postdoc mentee
31. Park KS, Dey SK, Nalavade R, Mirza AH, Hou Q, Roque MAM, Oleynikov M, Litke JL, Jaffrey SR. A multivalent RNA affinity tag enables selective purification of tagged RNAs and bound proteins. Nucleic acids research. 2026;54(14). doi: 10.1093/nar/gkag735. PMID: 42531073; PMCID: PMC13421773.
Mentee: Qian Hou · Tri-I Program in Chemical Biology · Class of 2024
32. Park KS, Dey SK, Nalavade R, Mirza AH, Hou Q, Roque MAM, Oleynikov M, Litke JL, Jaffrey SR. A multivalent RNA affinity tag enables selective purification of tagged RNAs and bound proteins. Nucleic acids research. 2026;54(14). doi: 10.1093/nar/gkag735. PMID: 42531073; PMCID: PMC13421773.
Mentee: Ki Sung Park · Postdoc mentee
33. Park KS, Dey SK, Nalavade R, Mirza AH, Hou Q, Roque MAM, Oleynikov M, Litke JL, Jaffrey SR. A multivalent RNA affinity tag enables selective purification of tagged RNAs and bound proteins. Nucleic acids research. 2026;54(14). doi: 10.1093/nar/gkag735. PMID: 42531073; PMCID: PMC13421773.
Mentee: Mateo Martinez Roque · Postdoc mentee
34. Liu JF, Jaffrey SR. Transcription Start Site Choice Regulates m6A Stoichiometry in Cap-Proximal Regions. Genes. 2026;17(6). doi: 10.3390/genes17060653. PMID: 42353811; PMCID: PMC13298977.
Mentee: Jianheng Liu · Postdoc mentee
35. Nicholson LS, Guimarães-Teixeira C, Liu JF, Poh HX, Jaffrey SR. FTO depletion does not alter m6A stoichiometry in AML mRNA: a reassessment using direct RNA nanopore sequencing. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.10.22.681652. PMID: 41279954; PMCID: PMC12633362.
Mentee: Jianheng Liu · Postdoc mentee
36. Ohnezeit D, Loliashvili E, Putzel G, Verstraten R, Liu J, Nicholson LS, Pironti A, Jaffrey SR, Depledge DP, Wilson AC. Establishing benchmarks for quantitative mapping of m 6 A by Nanopore Direct RNA Sequencing. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.11.02.686099. PMID: 41278928; PMCID: PMC12636606.
Mentee: Jianheng Liu · Postdoc mentee
37. Hou Q, Oleynikov M, Mei X, Dong L, Hagen T, Jaffrey SR. A portable poison exon for small-molecule control of mammalian gene expression. Nature methods. 2025;22(11):2337-2348. doi: 10.1038/s41592-025-02860-7. PMID: 41184552; PMCID: PMC13102273.
Mentee: Qian Hou · Tri-I Program in Chemical Biology · Class of 2024
38. Hou Q, Oleynikov M, Mei X, Dong L, Hagen T, Jaffrey SR. A portable poison exon for small-molecule control of mammalian gene expression. Nature methods. 2025;22(11):2337-2348. doi: 10.1038/s41592-025-02860-7. PMID: 41184552; PMCID: PMC13102273.
Mentee: Timo Hagen · Postdoc mentee
39. Hou Q, Oleynikov M, Mei X, Dong L, Hagen T, Jaffrey SR. A portable poison exon for small-molecule control of mammalian gene expression. Nature methods. 2025;22(11):2337-2348. doi: 10.1038/s41592-025-02860-7. PMID: 41184552; PMCID: PMC13102273.
Mentee: Xiaohan Alex Mei · Postdoc mentee
40. Murakami S, Olarerin-George AO, Liu JF, Zaccara S, Hawley B, Jaffrey SR. m6A alters ribosome dynamics to initiate mRNA degradation. Cell. 2025;188(14):3728-3743.e20. doi: 10.1016/j.cell.2025.04.020. PMID: 40328256; PMCID: PMC12255529.
Mentee: Jianheng Liu · Postdoc mentee
41. Murakami S, Olarerin-George AO, Liu JF, Zaccara S, Hawley B, Jaffrey SR. m6A alters ribosome dynamics to initiate mRNA degradation. Cell. 2025;188(14):3728-3743.e20. doi: 10.1016/j.cell.2025.04.020. PMID: 40328256; PMCID: PMC12255529.
Mentee: Ben Hawley · Postdoc mentee
42. Murakami S, Olarerin-George AO, Liu JF, Zaccara S, Hawley B, Jaffrey SR. m6A alters ribosome dynamics to initiate mRNA degradation. Cell. 2025;188(14):3728-3743.e20. doi: 10.1016/j.cell.2025.04.020. PMID: 40328256; PMCID: PMC12255529.
Mentee: Sara Zaccara · Postdoc mentee
43. Liu JF, Hawley BR, Nicholson LS, Jaffrey SR. Decoding m6Am by simultaneous transcription-start mapping and methylation quantification. eLife. 2025;13. doi: 10.7554/eLife.104139. PMID: 40162895; PMCID: PMC11957539.
Mentee: Jianheng Liu · Postdoc mentee
44. Liu JF, Hawley BR, Nicholson LS, Jaffrey SR. Decoding m6Am by simultaneous transcription-start mapping and methylation quantification. eLife. 2025;13. doi: 10.7554/eLife.104139. PMID: 40162895; PMCID: PMC11957539.
Mentee: Ben Hawley · Postdoc mentee
45. Verhamme R, Jansens RJJ, Liu J, Van Raemdonck F, Van Waesberghe C, Nicholson L, Jaffrey SR, Favoreel HW. The pseudorabies virus UL13 protein kinase triggers phosphorylation of the RNA demethylase FTO, which is associated with FTO-dependent suppression of interferon-stimulated gene expression. Journal of virology. 2025;99(2):e0201924. doi: 10.1128/jvi.02019-24. PMID: 39791911; PMCID: PMC11852732.
Mentee: Jianheng Liu · Postdoc mentee
46. Liu JF, Hawley BR, Nicholson LS, Jaffrey SR. Decoding m6Am by simultaneous transcription-start mapping and methylation quantification. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.10.16.618717. PMID: 39677659; PMCID: PMC11642800.
Mentee: Jianheng Liu · Postdoc mentee
47. Liu JF, Hawley BR, Nicholson LS, Jaffrey SR. Decoding m6Am by simultaneous transcription-start mapping and methylation quantification. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.10.16.618717. PMID: 39677659; PMCID: PMC11642800.
Mentee: Ben Hawley · Postdoc mentee
48. Liu JF, Jaffrey SR. Dinoflagellate mRNA is pervasively modified with m1A. EMBO reports. 2024;25(11):4634-4635. doi: 10.1038/s44319-024-00263-x. PMID: 39304776; PMCID: PMC11549392.
Mentee: Jianheng Liu · Postdoc mentee
49. Hagen T, Litke JL, Nasir N, Hou Q, Jaffrey SR. Engineering acyclovir-induced RNA nanodevices for reversible and tunable control of aptamer function. Cell chemical biology. 2024;31(10):1827-1838.e7. doi: 10.1016/j.chembiol.2024.07.017. PMID: 39191249; PMCID: PMC11680490.
Mentee: Qian Hou · Tri-I Program in Chemical Biology · Class of 2024
50. Hagen T, Litke JL, Nasir N, Hou Q, Jaffrey SR. Engineering acyclovir-induced RNA nanodevices for reversible and tunable control of aptamer function. Cell chemical biology. 2024;31(10):1827-1838.e7. doi: 10.1016/j.chembiol.2024.07.017. PMID: 39191249; PMCID: PMC11680490.
Mentee: Timo Hagen · Postdoc mentee
51. Hou Q, Jaffrey SR. Synthetic biology tools to promote the folding and function of RNA aptamers in mammalian cells. RNA biology. 2023;20(1):198-206. doi: 10.1080/15476286.2023.2206248. PMID: 37129556; PMCID: PMC10155629.
Mentee: Qian Hou · Tri-I Program in Chemical Biology · Class of 2024
52. Despic V, Jaffrey SR. mRNA ageing shapes the Cap2 methylome in mammalian mRNA. Nature. 2023;614(7947):358-366. doi: 10.1038/s41586-022-05668-z. PMID: 36725932; PMCID: PMC9891201.
Mentee: Vladimir Despic · Postdoc mentee
53. Saito Y, Hawley BR, Puno MR, Sarathy SN, Lima CD, Jaffrey SR, Darnell RB, Keeney S, Jain D. YTHDC2 control of gametogenesis requires helicase activity but not m6A binding. Genes & development. 2022;36(3-4):180-194. doi: 10.1101/gad.349190.121. PMID: 35058317; PMCID: PMC8887132.
Mentee: Ben Hawley · Postdoc mentee
54. Moon JD, Wu J, Dey SK, Litke JL, Li X, Kim H, Jaffrey SR. Naturally occurring three-way junctions can be repurposed as genetically encoded RNA-based sensors. Cell chemical biology. 2021;28(11):1569-1580.e4. doi: 10.1016/j.chembiol.2021.04.022. PMID: 34010626; PMCID: PMC8573057.
Mentee: Sourav Dey · Postdoc mentee
55. Li X, Mo L, Litke JL, Dey SK, Suter SR, Jaffrey SR. Imaging Intracellular S-Adenosyl Methionine Dynamics in Live Mammalian Cells with a Genetically Encoded Red Fluorescent RNA-Based Sensor. Journal of the American Chemical Society. 2020;142(33):14117-14124. doi: 10.1021/jacs.0c02931. PMID: 32698574; PMCID: PMC8158784.
Mentee: Sourav Dey · Postdoc mentee
56. Zaccara S, Jaffrey SR. A Unified Model for the Function of YTHDF Proteins in Regulating m6A-Modified mRNA. Cell. 2020;181(7):1582-1595.e18. doi: 10.1016/j.cell.2020.05.012. PMID: 32492408; PMCID: PMC7508256.
Mentee: Sara Zaccara · Postdoc mentee
57. Zaccara S, Ries RJ, Jaffrey SR. Reading, writing and erasing mRNA methylation. Nature reviews. Molecular cell biology. 2019;20(10):608-624. doi: 10.1038/s41580-019-0168-5. PMID: 31520073.
Mentee: Sara Zaccara · Postdoc mentee
58. Wu J, Zaccara S, Khuperkar D, Kim H, Tanenbaum ME, Jaffrey SR. Live imaging of mRNA using RNA-stabilized fluorogenic proteins. Nature methods. 2019;16(9):862-865. doi: 10.1038/s41592-019-0531-7. PMID: 31471614; PMCID: PMC6719798.
Mentee: Sara Zaccara · Postdoc mentee
59. Dey SK, Jaffrey SR. RIBOTACs: Small Molecules Target RNA for Degradation. Cell chemical biology. 2019;26(8):1047-1049. doi: 10.1016/j.chembiol.2019.07.015. PMID: 31419417.
Mentee: Sourav Dey · Postdoc mentee
60. van Tran N, Ernst FGM, Hawley BR, Zorbas C, Ulryck N, Hackert P, Bohnsack KE, Bohnsack MT, Jaffrey SR, Graille M, Lafontaine DLJ. The human 18S rRNA m6A methyltransferase METTL5 is stabilized by TRMT112. Nucleic acids research. 2019;47(15):7719-7733. doi: 10.1093/nar/gkz619. PMID: 31328227; PMCID: PMC6735865.
Mentee: Ben Hawley · Postdoc mentee
61. Ries RJ, Zaccara S, Klein P, Olarerin-George A, Namkoong S, Pickering BF, Patil DP, Kwak H, Lee JH, Jaffrey SR. m6A enhances the phase separation potential of mRNA. Nature. 2019;571(7765):424-428. doi: 10.1038/s41586-019-1374-1. PMID: 31292544; PMCID: PMC6662915.
Mentee: Sara Zaccara · Postdoc mentee
62. Boulias K, Toczydłowska-Socha D, Hawley BR, Liberman N, Takashima K, Zaccara S, Guez T, Vasseur J, Debart F, Aravind L, Jaffrey SR, Greer EL. Identification of the m6Am Methyltransferase PCIF1 Reveals the Location and Functions of m6Am in the Transcriptome. Molecular cell. 2019;75(3):631-643.e8. doi: 10.1016/j.molcel.2019.06.006. PMID: 31279658; PMCID: PMC6703822.
Mentee: Ben Hawley · Postdoc mentee
63. Boulias K, Toczydłowska-Socha D, Hawley BR, Liberman N, Takashima K, Zaccara S, Guez T, Vasseur J, Debart F, Aravind L, Jaffrey SR, Greer EL. Identification of the m6Am Methyltransferase PCIF1 Reveals the Location and Functions of m6Am in the Transcriptome. Molecular cell. 2019;75(3):631-643.e8. doi: 10.1016/j.molcel.2019.06.006. PMID: 31279658; PMCID: PMC6703822.
Mentee: Sara Zaccara · Postdoc mentee
64. Hawley BR, Jaffrey SR. Transcriptome-Wide Mapping of m6 A and m6 Am at Single-Nucleotide Resolution Using miCLIP. Current protocols in molecular biology. 2019;126(1):e88. doi: 10.1002/cpmb.88. PMID: 30874375; PMCID: PMC6422687.
Mentee: Ben Hawley · Postdoc mentee
65. Mauer J, Sindelar M, Despic V, Guez T, Hawley BR, Vasseur J, Rentmeister A, Gross SS, Pellizzoni L, Debart F, Goodarzi H, Jaffrey SR. FTO controls reversible m6Am RNA methylation during snRNA biogenesis. Nature chemical biology. 2019;15(4):340-347. doi: 10.1038/s41589-019-0231-8. PMID: 30778204; PMCID: PMC6984009.
Mentee: Ben Hawley · Postdoc mentee
66. Mauer J, Sindelar M, Despic V, Guez T, Hawley BR, Vasseur J, Rentmeister A, Gross SS, Pellizzoni L, Debart F, Goodarzi H, Jaffrey SR. FTO controls reversible m6Am RNA methylation during snRNA biogenesis. Nature chemical biology. 2019;15(4):340-347. doi: 10.1038/s41589-019-0231-8. PMID: 30778204; PMCID: PMC6984009.
Mentee: Vladimir Despic · Postdoc mentee
67. Vu LP, Pickering BF, Cheng Y, Zaccara S, Nguyen D, Minuesa G, Chou T, Chow A, Saletore Y, MacKay M, Schulman J, Famulare C, Patel M, Klimek VM, Garrett-Bakelman FE, Melnick A, Carroll M, Mason CE, Jaffrey SR, Kharas MG. The N6-methyladenosine (m6A)-forming enzyme METTL3 controls myeloid differentiation of normal hematopoietic and leukemia cells. Nature medicine. 2017;23(11):1369-1376. doi: 10.1038/nm.4416. PMID: 28920958; PMCID: PMC5677536.
Mentee: Sara Zaccara · Postdoc mentee
68. Kan L, Grozhik AV, Vedanayagam J, Patil DP, Pang N, Lim K, Huang Y, Joseph B, Lin C, Despic V, Guo J, Yan D, Kondo S, Deng W, Dedon PC, Jaffrey SR, Lai EC. The m6A pathway facilitates sex determination in Drosophila. Nature communications. 2017;8:15737. doi: 10.1038/ncomms15737. PMID: 28675155; PMCID: PMC5500889.
Mentee: Vladimir Despic · Postdoc mentee
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