Co-authored publications with mentees
Olivier Elemento, PhD · 129 publications across 20 mentees
MD mentee
1. Uppal M, Bhinder B, Marderstein AR, Lee Batlevi C, Falchi L, Hamlin P, Horwitz S, Kumar A, Noy A, Zelenetz AD, Lue JK, Torka P, Epstein-Peterson ZD, Arcila M, Dogan A, Imber B, Yahalom J, Vardhana SA, Intlekofer A, Raj S, Shouval R, Hodkinson B, Stokes ME, Kittai AS, Brody JD, Elemento O, Salles G, Joffe E. Integrative Molecular Analysis Reveals Determinants of Clinical Outcomes in TP53-Mutated Diffuse Large B-Cell Lymphoma. Journal of clinical oncology : official journal of the American Society of Clinical Oncology. 2026;44(21):2029-2047. doi: 10.1200/JCO-25-01928. PMID: 42054619.
Mentee: Manik Uppal · MD mentee · Class of 2020
2. Kim J, Ravichandran H, Yoffe L, Bhinder B, Finos K, Singh A, Pua BB, Bates S, Huang BE, Rendeiro AF, Mittal V, Altorki NK, McGraw TE, Elemento O. Simultaneous immunomodulation and epithelial-to-mesenchymal transition drives lung adenocarcinoma progression. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.02.19.637138. PMID: 40027685; PMCID: PMC11870609.
Mentee: Kyle Finos · MD mentee · Class of 2025
3. Bhinder B, Ferguson A, Sigouros M, Uppal M, Elsaeed AG, Bareja R, Alnajar H, Eng KW, Conteduca V, Sboner A, Mosquera JM, Elemento O, Beltran H. Immunogenomic Landscape of Neuroendocrine Prostate Cancer. Clinical cancer research : an official journal of the American Association for Cancer Research. 2023;29(15):2933-2943. doi: 10.1158/1078-0432.CCR-22-3743. PMID: 37223924; PMCID: PMC10524949.
Mentee: Manik Uppal · MD mentee · Class of 2020
4. Maura F, Ziccheddu B, Xiang JZ, Bhinder B, Rosiene J, Abascal F, Maclachlan KH, Eng KW, Uppal M, He F, Zhang W, Gao Q, Yellapantula VD, Trujillo-Alonso V, Park SI, Oberley MJ, Ruckdeschel E, Lim MS, Wertheim GB, Barth MJ, Horton TM, Derkach A, Kovach AE, Forlenza CJ, Zhang Y, Landgren O, Moskowitz CH, Cesarman E, Imielinski M, Elemento O, Roshal M, Giulino-Roth L. Molecular Evolution of Classic Hodgkin Lymphoma Revealed Through Whole-Genome Sequencing of Hodgkin and Reed Sternberg Cells. Blood cancer discovery. 2023;4(3):208-227. doi: 10.1158/2643-3230.BCD-22-0128. PMID: 36723991; PMCID: PMC10150291.
Mentee: Manik Uppal · MD mentee · Class of 2020
5. Liu W, Newhall KP, Khani F, Barlow L, Nguyen D, Gu L, Eng K, Bhinder B, Uppal M, Récapet C, Sboner A, Ross SR, Elemento O, Chelico L, Faltas BM. The Cytidine Deaminase APOBEC3G Contributes to Cancer Mutagenesis and Clonal Evolution in Bladder Cancer. Cancer research. 2023;83(4):506-520. doi: 10.1158/0008-5472.CAN-22-2912. PMID: 36480186.
Mentee: Manik Uppal · MD mentee · Class of 2020
6. Altorki NK, McGraw TE, Borczuk AC, Saxena A, Port JL, Stiles BM, Lee BE, Sanfilippo NJ, Scheff RJ, Pua BB, Gruden JF, Christos PJ, Spinelli C, Gakuria J, Uppal M, Binder B, Elemento O, Ballman KV, Formenti SC. Neoadjuvant durvalumab with or without stereotactic body radiotherapy in patients with early-stage non-small-cell lung cancer: a single-centre, randomised phase 2 trial. The Lancet. Oncology. 2021;22(6):824-835. doi: 10.1016/S1470-2045(21)00149-2. PMID: 34015311.
Mentee: Manik Uppal · MD mentee · Class of 2020
7. Marderstein AR, Uppal M, Verma A, Bhinder B, Tayyebi Z, Mezey J, Clark AG, Elemento O. Demographic and genetic factors influence the abundance of infiltrating immune cells in human tissues. Nature communications. 2020;11(1):2213. doi: 10.1038/s41467-020-16097-9. PMID: 32371927; PMCID: PMC7200670.
Mentee: Manik Uppal · MD mentee · Class of 2020
PhD mentee
8. Duren-Lubanski A, Podaza E, Merrit E, Tocheva AS, Martin ML, Elemento O, Hopkins BD. A Real-Time Image-Based Co-Culture Assay to Quantify Tumor-Infiltrating Lymphocyte-Mediated Apoptotic Killing of Patient-Derived Tumor Organoids. Journal of visualized experiments : JoVE. 2026;(235). doi: 10.3791/71688. PMID: 42695604.
Mentee: Alyssa Duren-Lubanski · Cell & Developmental Biology (PhD)
9. Kuo H, Bhinder B, Gokozan HN, Gorski K, Chandra P, Manohar J, Guevara D, Otilano J, Moyer J, Tranquille M, Ackermann S, Capuano J, Cheung C, Caiazza TA, Reuben PL, Tsomides AM, Irizarry A, Sigouros M, Wilkes D, King A, Kane T, Al Assaad M, Al Zoughbi W, Ohara K, Auh J, Waltman P, Madorsky Rowdo FP, Podaza E, Gallegos V, Nguyen J, Shah R, Shah M, Ocean A, Scherr D, Altorki N, Frey M, Molina AM, Newman L, Bea V, Chapman-Davis E, Goncalves MD, Saxena A, Shukla PJ, Holcomb K, Simmons R, Tagawa S, Zippin JH, Cantillo E, Chandwani R, Davis M, Garrett K, Kasi PM, Marti J, Nanus D, Nauseef JT, Popa E, Siddiqui MT, Alonso A, Sternberg CN, Faltas BM, Elemento O, Mosquera JM, Sboner A, Martin ML. Patient-derived organoids across cancers reveal conserved tumor heterogeneity and actionable therapeutic vulnerabilities. Science advances. 2026;12(26):eadz3351. doi: 10.1126/sciadv.adz3351. PMID: 42361179; PMCID: PMC13308604.
Mentee: Hui-Hsuan Kuo · Pharmacology (PhD) · Class of 2025
10. Kuo H, Bhinder B, Gokozan HN, Gorski K, Chandra P, Manohar J, Guevara D, Otilano J, Moyer J, Tranquille M, Ackermann S, Capuano J, Cheung C, Caiazza TA, Reuben PL, Tsomides AM, Irizarry A, Sigouros M, Wilkes D, King A, Kane T, Al Assaad M, Al Zoughbi W, Ohara K, Auh J, Waltman P, Madorsky Rowdo FP, Podaza E, Gallegos V, Nguyen J, Shah R, Shah M, Ocean A, Scherr D, Altorki N, Frey M, Molina AM, Newman L, Bea V, Chapman-Davis E, Goncalves MD, Saxena A, Shukla PJ, Holcomb K, Simmons R, Tagawa S, Zippin JH, Cantillo E, Chandwani R, Davis M, Garrett K, Kasi PM, Marti J, Nanus D, Nauseef JT, Popa E, Siddiqui MT, Alonso A, Sternberg CN, Faltas BM, Elemento O, Mosquera JM, Sboner A, Martin ML. Patient-derived organoids across cancers reveal conserved tumor heterogeneity and actionable therapeutic vulnerabilities. Science advances. 2026;12(26):eadz3351. doi: 10.1126/sciadv.adz3351. PMID: 42361179; PMCID: PMC13308604.
Mentee: Valerie Gallegos · Molecular Biology (PhD)
11. Abrahimi P, Khan JF, Duren-Lubanski A, Cai W, Marouf Y, Chen N, Hirschhorn D, Mammone R, Miranda IC, Tallman JE, Vela-Moreno A, Hamieh M, Faltas BM, Carroll TM, Everitt ML, Subramanian HKK, Al-Ahmadie HA, Elemento O, Hopkins BD, Scherr DS, Brentjens RJ, Wolchok JD, Merghoub T. Intravesical mesothelin-based CAR T cells targeting MUC16 effectively control bladder cancer in preclinical models. The Journal of experimental medicine. 2026;223(7). doi: 10.1084/jem.20250699. PMID: 42360231.
Mentee: Alyssa Duren-Lubanski · Cell & Developmental Biology (PhD)
12. Podaza E, Capuano J, Kuo H, Al Assaad M, Markowitz G, Revuelta MV, Nguyen J, Irizarry A, Ravichandran H, Ackermann S, Kane T, Manohar J, Duren-Lubanski A, Sigouros M, Moyer J, Bhinder B, Chandra P, Malbari M, Boehnke K, Mosquera JM, Mittal V, Sboner A, Gokozan H, Altorki N, Elemento O, Martin ML. Tumor immune microenvironment reconstitution in patient-derived organoids enables therapy modeling for NSCLC. Cell reports methods. 2026;6(6):101339. doi: 10.1016/j.crmeth.2026.101339. PMID: 42134319; PMCID: PMC13282660.
Mentee: Hui-Hsuan Kuo · Pharmacology (PhD) · Class of 2025
13. Podaza E, Capuano J, Kuo H, Al Assaad M, Markowitz G, Revuelta MV, Nguyen J, Irizarry A, Ravichandran H, Ackermann S, Kane T, Manohar J, Duren-Lubanski A, Sigouros M, Moyer J, Bhinder B, Chandra P, Malbari M, Boehnke K, Mosquera JM, Mittal V, Sboner A, Gokozan H, Altorki N, Elemento O, Martin ML. Tumor immune microenvironment reconstitution in patient-derived organoids enables therapy modeling for NSCLC. Cell reports methods. 2026;6(6):101339. doi: 10.1016/j.crmeth.2026.101339. PMID: 42134319; PMCID: PMC13282660.
Mentee: Alyssa Duren-Lubanski · Cell & Developmental Biology (PhD)
14. Uppal M, Bhinder B, Marderstein AR, Lee Batlevi C, Falchi L, Hamlin P, Horwitz S, Kumar A, Noy A, Zelenetz AD, Lue JK, Torka P, Epstein-Peterson ZD, Arcila M, Dogan A, Imber B, Yahalom J, Vardhana SA, Intlekofer A, Raj S, Shouval R, Hodkinson B, Stokes ME, Kittai AS, Brody JD, Elemento O, Salles G, Joffe E. Integrative Molecular Analysis Reveals Determinants of Clinical Outcomes in TP53-Mutated Diffuse Large B-Cell Lymphoma. Journal of clinical oncology : official journal of the American Society of Clinical Oncology. 2026;44(21):2029-2047. doi: 10.1200/JCO-25-01928. PMID: 42054619.
Mentee: Andrew Marderstein · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2021
15. Al Assaad M, Hadi K, Levine MF, Guevara D, Patel M, Tranquille M, King A, Otilano J, Semaan A, Gundem G, Medina-Martínez JS, Sigouros M, Manohar J, Kuo H, Wilkes DC, Andreopoulou E, Chapman-Davis E, Tagawa ST, Sboner A, Ocean AJ, Shah MA, Papaemmanuil E, Sternberg CN, Holcomb K, Nanus DM, Elemento O, Mosquera JM. Whole genome sequencing approach to assess homologous recombination deficiency in a pan-cancer cohort. Communications medicine. 2026;6(1):5. doi: 10.1038/s43856-025-01308-5. PMID: 41526458; PMCID: PMC12796271.
Mentee: Hui-Hsuan Kuo · Pharmacology (PhD) · Class of 2025
16. Devi KSP, Wang E, Jaiswal A, Konieczny P, Kim T, Nirschl CJ, Verma A, Liu Y, Milczanowski J, Christo SN, Gandolfo LC, Haitz K, Vardam TD, Wu P, King SL, Tse S, Pradhan K, Jiang X, Tian T, Fuhlbrigge RC, Schmults CD, Clark RA, Kupper TS, Freeman GJ, Mackay LK, Naik S, Newell EW, Elemento O, Suarez-Farinas M, Anandasabapathy N. PD-1 is requisite for skin TRM cell formation and specification by TGFβ. Nature immunology. 2025;26(8):1339-1351. doi: 10.1038/s41590-025-02228-1. PMID: 40730902; PMCID: PMC12307224.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
17. Madorsky Rowdo FP, Martini R, Ackermann SE, Tang CP, Tranquille M, Irizarry A, Us I, Alawa O, Moyer JE, Sigouros M, Nguyen J, Al Assaad M, Cheng E, Ginter PS, Manohar J, Stonaker B, Boateng R, Oppong JK, Adjei EK, Awuah B, Kyei I, Aitpillah FS, Adinku MO, Ankomah K, Osei-Bonsu EB, Gyan KK, Hoda S, Newman L, Mosquera JM, Sboner A, Elemento O, Dow LE, Davis MB, Martin ML. Kinome-Focused CRISPR-Cas9 Screens in African Ancestry Patient-Derived Breast Cancer Organoids Identify Essential Kinases and Synergy of EGFR and FGFR1 Inhibition. Cancer research. 2025;85(3):551-566. doi: 10.1158/0008-5472.CAN-24-0775. PMID: 39891928; PMCID: PMC11790258.
Mentee: Colin Tang · Pharmacology (PhD) · Class of 2021
18. Barton BM, Son F, Verma A, Bal SK, Tang Q, Wang R, Umphred-Wilson K, Khan R, Trichka J, Dong H, Lentucci C, Chen X, Chen Y, Hong Y, Duy C, Elemento O, Melnick AM, Cao J, Chen X, Glimcher LH, Adoro S. IRE1α-XBP1 safeguards hematopoietic stem and progenitor cells by restricting pro-leukemogenic gene programs. Nature immunology. 2025;26(2):200-214. doi: 10.1038/s41590-024-02063-w. PMID: 39789376.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
19. Chen HJ, Gardner EE, Shah Y, Zhang K, Thakur A, Zhang C, Elemento O, Varmus H. FORMATION OF MALIGNANT, METASTATIC SMALL CELL LUNG CANCERS THROUGH OVERPRODUCTION OF cMYC PROTEIN IN TP53 AND RB1 DEPLETED PULMONARY NEUROENDOCRINE CELLS DERIVED FROM HUMAN EMBRYONIC STEM CELLS. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2023.10.06.561244. PMID: 37873210; PMCID: PMC10592623.
Mentee: Yajas Shah · Physiology, Biophysics & Systems Biology (PhD) · Class of 2023
20. Johnson M, Bell A, Lauing KL, Ladomersky E, Zhai L, Penco-Campillo M, Shah Y, Mauer E, Xiu J, Nicolaides T, Drumm M, McCortney K, Elemento O, Kim M, Bommi P, Low JT, Memon R, Wu J, Zhao J, Mi X, Glantz MJ, Sengupta S, Castro B, Yamini B, Horbinski C, Baker DJ, Walunas TL, Schiltz GE, Lukas RV, Wainwright DA. Advanced Age in Humans and Mouse Models of Glioblastoma Show Decreased Survival from Extratumoral Influence. Clinical cancer research : an official journal of the American Association for Cancer Research. 2023;29(23):4973-4989. doi: 10.1158/1078-0432.CCR-23-0834. PMID: 37725593; PMCID: PMC10690140.
Mentee: Yajas Shah · Physiology, Biophysics & Systems Biology (PhD) · Class of 2023
21. Mlynarczyk C, Teater M, Pae J, Chin CR, Wang L, Arulraj T, Barisic D, Papin A, Hoehn KB, Kots E, Ersching J, Bandyopadhyay A, Barin E, Poh HX, Evans CM, Chadburn A, Chen Z, Shen H, Isles HM, Pelzer B, Tsialta I, Doane AS, Geng H, Rehman MH, Melnick J, Morgan W, Nguyen DTT, Elemento O, Kharas MG, Jaffrey SR, Scott DW, Khelashvili G, Meyer-Hermann M, Victora GD, Melnick A. BTG1 mutation yields supercompetitive B cells primed for malignant transformation. Science (New York, N.Y.). 2023;379(6629):eabj7412. doi: 10.1126/science.abj7412. PMID: 36656933; PMCID: PMC10515739.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
22. Johnson JL, Yaron TM, Huntsman EM, Kerelsky A, Song J, Regev A, Lin T, Liberatore K, Cizin DM, Cohen BM, Vasan N, Ma Y, Krismer K, Robles JT, van de Kooij B, van Vlimmeren AE, Andrée-Busch N, Käufer NF, Dorovkov MV, Ryazanov AG, Takagi Y, Kastenhuber ER, Goncalves MD, Hopkins BD, Elemento O, Taatjes DJ, Maucuer A, Yamashita A, Degterev A, Uduman M, Lu J, Landry SD, Zhang B, Cossentino I, Linding R, Blenis J, Hornbeck PV, Turk BE, Yaffe MB, Cantley LC. An atlas of substrate specificities for the human serine/threonine kinome. Nature. 2023;613(7945):759-766. doi: 10.1038/s41586-022-05575-3. PMID: 36631611; PMCID: PMC9876800.
Mentee: Tomer Yaron · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2022
23. Yaron TM, Heaton BE, Levy TM, Johnson JL, Jordan TX, Cohen BM, Kerelsky A, Lin T, Liberatore KM, Bulaon DK, Van Nest SJ, Koundouros N, Kastenhuber ER, Mercadante MN, Shobana-Ganesh K, He L, Schwartz RE, Chen S, Weinstein H, Elemento O, Piskounova E, Nilsson-Payant BE, Lee G, Trimarco JD, Burke KN, Hamele CE, Chaparian RR, Harding AT, Tata A, Zhu X, Tata PR, Smith CM, Possemato AP, Tkachev SL, Hornbeck PV, Beausoleil SA, Anand SK, Aguet F, Getz G, Davidson AD, Heesom K, Kavanagh-Williamson M, Matthews DA, tenOever BR, Cantley LC, Blenis J, Heaton NS. Host protein kinases required for SARS-CoV-2 nucleocapsid phosphorylation and viral replication. Science signaling. 2022;15(757):eabm0808. doi: 10.1126/scisignal.abm0808. PMID: 36282911; PMCID: PMC9830954.
Mentee: Tomer Yaron · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2022
24. Drozdz MM, Doane AS, Alkallas R, Desman G, Bareja R, Reilly M, Bang J, Yusupova M, You J, Eraslan Z, Wang JZ, Verma A, Aguirre K, Kane E, Watson IR, Elemento O, Piskounova E, Merghoub T, Zippin JH. A nuclear cAMP microdomain suppresses tumor growth by Hippo pathway inactivation. Cell reports. 2022;40(13):111412. doi: 10.1016/j.celrep.2022.111412. PMID: 36170819; PMCID: PMC9549417.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
25. Kulm S, Kolin DA, Langhans MT, Kaidi AC, Elemento O, Bostrom MP, Shen TS. Characterization of Genetic Risk of End-Stage Knee Osteoarthritis Treated with Total Knee Arthroplasty: A Genome-Wide Association Study. The Journal of bone and joint surgery. American volume. 2022;104(20):1814-1820. doi: 10.2106/JBJS.22.00364. PMID: 36000784.
Mentee: Scott Kulm · Physiology, Biophysics & Systems Biology (PhD) · Class of 2022
26. Podaza E, Kuo H, Nguyen J, Elemento O, Martin ML. Next generation patient derived tumor organoids. Translational research : the journal of laboratory and clinical medicine. 2022;250:84-97. doi: 10.1016/j.trsl.2022.08.003. PMID: 35964899.
Mentee: Hui-Hsuan Kuo · Pharmacology (PhD) · Class of 2025
27. Doane AS, Elemento O. Alterations in transcriptional networks in cancer: the role of noncoding somatic driver mutations. Current opinion in genetics & development. 2022;75:101919. doi: 10.1016/j.gde.2022.101919. PMID: 35609422.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
28. Schad SE, Chow A, Mangarin L, Pan H, Zhang J, Ceglia N, Caushi JX, Malandro N, Zappasodi R, Gigoux M, Hirschhorn D, Budhu S, Amisaki M, Arniella M, Redmond D, Chaft J, Forde PM, Gainor JF, Hellmann MD, Balachandran V, Shah S, Smith KN, Pardoll D, Elemento O, Wolchok JD, Merghoub T. Tumor-induced double positive T cells display distinct lineage commitment mechanisms and functions. The Journal of experimental medicine. 2022;219(6). doi: 10.1084/jem.20212169. PMID: 35604411; PMCID: PMC9130031.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
29. Linares JF, Cid-Diaz T, Duran A, Osrodek M, Martinez-Ordoñez A, Reina-Campos M, Kuo H, Elemento O, Martin ML, Cordes T, Thompson TC, Metallo CM, Moscat J, Diaz-Meco MT. The lactate-NAD+ axis activates cancer-associated fibroblasts by downregulating p62. Cell reports. 2022;39(6):110792. doi: 10.1016/j.celrep.2022.110792. PMID: 35545049; PMCID: PMC9136538.
Mentee: Hui-Hsuan Kuo · Pharmacology (PhD) · Class of 2025
30. Argueta LB, Lacko LA, Bram Y, Tada T, Carrau L, Rendeiro AF, Zhang T, Uhl S, Lubor BC, Chandar V, Gil C, Zhang W, Dodson BJ, Bastiaans J, Prabhu M, Houghton S, Redmond D, Salvatore CM, Yang YJ, Elemento O, Baergen RN, tenOever BR, Landau NR, Chen S, Schwartz RE, Stuhlmann H. Inflammatory responses in the placenta upon SARS-CoV-2 infection late in pregnancy. iScience. 2022;25(5):104223. doi: 10.1016/j.isci.2022.104223. PMID: 35434541; PMCID: PMC8996470.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
31. Kulm S, Kofman L, Mezey J, Elemento O. Simple Linear Cancer Risk Prediction Models With Novel Features Outperform Complex Approaches. JCO clinical cancer informatics. 2022;6:e2100166. doi: 10.1200/CCI.21.00166. PMID: 35239414; PMCID: PMC8920463.
Mentee: Scott Kulm · Physiology, Biophysics & Systems Biology (PhD) · Class of 2022
32. DiNapoli SE, Martinez-McFaline R, Shen H, Doane AS, Perez AR, Verma A, Simon A, Nelson I, Balgobin CA, Bourque CT, Yao J, Raman R, Béguelin W, Zippin JH, Elemento O, Melnick AM, Houvras Y. Histone 3 Methyltransferases Alter Melanoma Initiation and Progression Through Discrete Mechanisms. Frontiers in cell and developmental biology. 2022;10:814216. doi: 10.3389/fcell.2022.814216. PMID: 35223844; PMCID: PMC8866878.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
33. Shah Y, Verma A, Marderstein AR, White J, Bhinder B, Garcia Medina JS, Elemento O. Pan-cancer analysis reveals molecular patterns associated with age. Cell reports. 2021;37(10):110100. doi: 10.1016/j.celrep.2021.110100. PMID: 34879281.
Mentee: Andrew Marderstein · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2021
34. Shah Y, Verma A, Marderstein AR, White J, Bhinder B, Garcia Medina JS, Elemento O. Pan-cancer analysis reveals molecular patterns associated with age. Cell reports. 2021;37(10):110100. doi: 10.1016/j.celrep.2021.110100. PMID: 34879281.
Mentee: Yajas Shah · Physiology, Biophysics & Systems Biology (PhD) · Class of 2023
35. Kolin DA, Kulm S, Elemento O. Publisher Correction: Prediction of primary venous thromboembolism based on clinical and genetic factors within the U.K. Biobank. Scientific reports. 2021;11(1):23364. doi: 10.1038/s41598-021-02115-3. PMID: 34845243; PMCID: PMC8630148.
Mentee: Scott Kulm · Physiology, Biophysics & Systems Biology (PhD) · Class of 2022
36. Kolin DA, Kulm S, Elemento O. Prediction of primary venous thromboembolism based on clinical and genetic factors within the U.K. Biobank. Scientific reports. 2021;11(1):21340. doi: 10.1038/s41598-021-00796-4. PMID: 34725413; PMCID: PMC8560817.
Mentee: Scott Kulm · Physiology, Biophysics & Systems Biology (PhD) · Class of 2022
37. Mosquera MJ, Kim S, Bareja R, Fang Z, Cai S, Pan H, Asad M, Martin ML, Sigouros M, Rowdo FM, Ackermann S, Capuano J, Bernheim J, Cheung C, Doane A, Brady N, Singh R, Rickman DS, Prabhu V, Allen JE, Puca L, Coskun AF, Rubin MA, Beltran H, Mosquera JM, Elemento O, Singh A. Extracellular Matrix in Synthetic Hydrogel-Based Prostate Cancer Organoids Regulate Therapeutic Response to EZH2 and DRD2 Inhibitors. Advanced materials (Deerfield Beach, Fla.). 2021;34(2):e2100096. doi: 10.1002/adma.202100096. PMID: 34676924; PMCID: PMC8820841.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
38. McNally DR, Elemento O, Melnick A. Dissecting bulk transcriptomes of diffuse large B cell lymphoma. Cancer cell. 2021;39(10):1305-1307. doi: 10.1016/j.ccell.2021.09.006. PMID: 34597590.
Mentee: Dylan McNally · Physiology, Biophysics & Systems Biology (PhD) · Class of 2024
39. Doane AS, Chu C, Di Giammartino DC, Rivas MA, Hellmuth JC, Jiang Y, Yusufova N, Alonso A, Roeder RG, Apostolou E, Melnick AM, Elemento O. OCT2 pre-positioning facilitates cell fate transition and chromatin architecture changes in humoral immunity. Nature immunology. 2021;22(10):1327-1340. doi: 10.1038/s41590-021-01025-w. PMID: 34556886; PMCID: PMC9829245.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
40. Nilsson-Payant BE, Uhl S, Grimont A, Doane AS, Cohen P, Patel RS, Higgins CA, Acklin JA, Bram Y, Chandar V, Blanco-Melo D, Panis M, Lim JK, Elemento O, Schwartz RE, Rosenberg BR, Chandwani R, tenOever BR. The NF-κB Transcriptional Footprint Is Essential for SARS-CoV-2 Replication. Journal of virology. 2021;95(23):e0125721. doi: 10.1128/JVI.01257-21. PMID: 34523966; PMCID: PMC8577386.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
41. Grbesa I, Augello MA, Liu D, McNally DR, Gaffney CD, Huang D, Lin K, Ivenitsky D, Goueli R, Robinson BD, Khani F, Deonarine LD, Blattner M, Elemento O, Davicioni E, Sboner A, Barbieri CE. Reshaping of the androgen-driven chromatin landscape in normal prostate cells by early cancer drivers and effect on therapeutic sensitivity. Cell reports. 2021;36(10):109625. doi: 10.1016/j.celrep.2021.109625. PMID: 34496233; PMCID: PMC8477443.
Mentee: Dylan McNally · Physiology, Biophysics & Systems Biology (PhD) · Class of 2024
42. Marderstein AR, Kulm S, Peng C, Tamimi R, Clark AG, Elemento O. A polygenic-score-based approach for identification of gene-drug interactions stratifying breast cancer risk. American journal of human genetics. 2021;108(9):1752-1764. doi: 10.1016/j.ajhg.2021.07.008. PMID: 34363748; PMCID: PMC8456164.
Mentee: Scott Kulm · Physiology, Biophysics & Systems Biology (PhD) · Class of 2022
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92. Faria M, Karami S, Granados-Principal S, Dey P, Verma A, Choi DS, Elemento O, Bawa-Khalfe T, Chang JC, Strom AM, Gustafsson J. The ERβ4 variant induces transformation of the normal breast mammary epithelial cell line MCF-10A; the ERβ variants ERβ2 and ERβ5 increase aggressiveness of TNBC by regulation of hypoxic signaling. Oncotarget. 2018;9(15):12201-12211. doi: 10.18632/oncotarget.24134. PMID: 29552303; PMCID: PMC5844739.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
93. Gucalp A, Zhou XK, Cook ED, Garber JE, Crew KD, Nangia JR, Bhardwaj P, Giri DD, Elemento O, Verma A, Wang H, Lee JJ, Vornik LA, Mays C, Weber D, Sepeda V, O'Kane H, Krasne M, Williams S, Morris PG, Heckman-Stoddard BM, Dunn BK, Hudis CA, Brown PH, Dannenberg AJ. A Randomized Multicenter Phase II Study of Docosahexaenoic Acid in Patients with a History of Breast Cancer, Premalignant Lesions, or Benign Breast Disease. Cancer prevention research (Philadelphia, Pa.). 2018;11(4):203-214. doi: 10.1158/1940-6207.CAPR-17-0354. PMID: 29453232; PMCID: PMC6290902.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
94. Pan H, Elemento O. Analyzing DNA Methylation Patterns During Tumor Evolution. Methods in molecular biology (Clifton, N.J.). 2018;1711:27-53. doi: 10.1007/978-1-4939-7493-1_3. PMID: 29344884; PMCID: PMC6545902.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
95. Teater M, Dominguez PM, Redmond D, Chen Z, Ennishi D, Scott DW, Cimmino L, Ghione P, Chaudhuri J, Gascoyne RD, Aifantis I, Inghirami G, Elemento O, Melnick A, Shaknovich R. AICDA drives epigenetic heterogeneity and accelerates germinal center-derived lymphomagenesis. Nature communications. 2018;9(1):222. doi: 10.1038/s41467-017-02595-w. PMID: 29335468; PMCID: PMC5768781.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
96. Verma N, Pan H, Doré LC, Shukla A, Li QV, Pelham-Webb B, Teijeiro V, González F, Krivtsov A, Chang C, Papapetrou EP, He C, Elemento O, Huangfu D. Publisher Correction: TET proteins safeguard bivalent promoters from de novo methylation in human embryonic stem cells. Nature genetics. 2018;50(5):764. doi: 10.1038/s41588-017-0024-5. PMID: 29255266.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
97. Verma N, Pan H, Doré LC, Shukla A, Li QV, Pelham-Webb B, Teijeiro V, González F, Krivtsov A, Chang C, Papapetrou EP, He C, Elemento O, Huangfu D. Author Correction: TET proteins safeguard bivalent promoters from de novo methylation in human embryonic stem cells. Nature genetics. 2018;50(5):764. doi: 10.1038/s41588-017-0025-4. PMID: 29255265.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
98. Liu Y, Choi DS, Sheng J, Ensor JE, Liang DH, Rodriguez-Aguayo C, Polley A, Benz S, Elemento O, Verma A, Cong Y, Wong H, Qian W, Li Z, Granados-Principal S, Lopez-Berestein G, Landis MD, Rosato RR, Dave B, Wong S, Marchetti D, Sood AK, Chang JC. HN1L Promotes Triple-Negative Breast Cancer Stem Cells through LEPR-STAT3 Pathway. Stem cell reports. 2017;10(1):212-227. doi: 10.1016/j.stemcr.2017.11.010. PMID: 29249663; PMCID: PMC5768915.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
99. Verma N, Pan H, Doré LC, Shukla A, Li QV, Pelham-Webb B, Teijeiro V, González F, Krivtsov A, Chang C, Papapetrou EP, He C, Elemento O, Huangfu D. TET proteins safeguard bivalent promoters from de novo methylation in human embryonic stem cells. Nature genetics. 2017;50(1):83-95. doi: 10.1038/s41588-017-0002-y. PMID: 29203910; PMCID: PMC5742051.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
100. Béguelin W, Rivas MA, Calvo Fernández MT, Teater M, Purwada A, Redmond D, Shen H, Challman MF, Elemento O, Singh A, Melnick AM. EZH2 enables germinal centre formation through epigenetic silencing of CDKN1A and an Rb-E2F1 feedback loop. Nature communications. 2017;8(1):877. doi: 10.1038/s41467-017-01029-x. PMID: 29026085; PMCID: PMC5638898.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
101. Mendoza A, Fang V, Chen C, Serasinghe M, Verma A, Muller J, Chaluvadi VS, Dustin ML, Hla T, Elemento O, Chipuk JE, Schwab SR. Lymphatic endothelial S1P promotes mitochondrial function and survival in naive T cells. Nature. 2017;546(7656):158-161. doi: 10.1038/nature22352. PMID: 28538737; PMCID: PMC5683179.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
102. Liu Y, Pelham-Webb B, Di Giammartino DC, Li J, Kim D, Kita K, Saiz N, Garg V, Doane A, Giannakakou P, Hadjantonakis A, Elemento O, Apostolou E. Widespread Mitotic Bookmarking by Histone Marks and Transcription Factors in Pluripotent Stem Cells. Cell reports. 2017;19(7):1283-1293. doi: 10.1016/j.celrep.2017.04.067. PMID: 28514649; PMCID: PMC5495017.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
103. Lis R, Karrasch CC, Poulos MG, Kunar B, Redmond D, Duran JGB, Badwe CR, Schachterle W, Ginsberg M, Xiang J, Tabrizi AR, Shido K, Rosenwaks Z, Elemento O, Speck NA, Butler JM, Scandura JM, Rafii S. Conversion of adult endothelium to immunocompetent haematopoietic stem cells. Nature. 2017;545(7655):439-445. doi: 10.1038/nature22326. PMID: 28514438; PMCID: PMC5794215.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
104. Carty M, Zamparo L, Sahin M, González A, Pelossof R, Elemento O, Leslie CS. An integrated model for detecting significant chromatin interactions from high-resolution Hi-C data. Nature communications. 2017;8:15454. doi: 10.1038/ncomms15454. PMID: 28513628; PMCID: PMC5442359.
Mentee: Mark Carty · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2017
105. Ge Y, Gomez NC, Adam RC, Nikolova M, Yang H, Verma A, Lu CP, Polak L, Yuan S, Elemento O, Fuchs E. Stem Cell Lineage Infidelity Drives Wound Repair and Cancer. Cell. 2017;169(4):636-650.e14. doi: 10.1016/j.cell.2017.03.042. PMID: 28434617; PMCID: PMC5510746.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
106. Anelli V, Villefranc JA, Chhangawala S, Martinez-McFaline R, Riva E, Nguyen A, Verma A, Bareja R, Chen Z, Scognamiglio T, Elemento O, Houvras Y. Oncogenic BRAF disrupts thyroid morphogenesis and function via twist expression. eLife. 2017;6. doi: 10.7554/eLife.20728. PMID: 28350298; PMCID: PMC5389860.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
107. Kansler ER, Verma A, Langdon EM, Simon-Vermot T, Yin A, Lee W, Attiyeh M, Elemento O, White RM. Melanoma genome evolution across species. BMC genomics. 2017;18(1):136. doi: 10.1186/s12864-017-3518-8. PMID: 28173755; PMCID: PMC5297047.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
108. Doane AS, Elemento O. Regulatory elements in molecular networks. Wiley interdisciplinary reviews. Systems biology and medicine. 2017;9(3). doi: 10.1002/wsbm.1374. PMID: 28093886; PMCID: PMC5400678.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
109. Amengual JE, Prabhu SA, Lombardo M, Zullo K, Johannet PM, Gonzalez Y, Scotto L, Serrano XJ, Wei Y, Duong J, Nandakumar R, Cremers S, Verma A, Elemento O, O'Connor OA. Mechanisms of Acquired Drug Resistance to the HDAC6 Selective Inhibitor Ricolinostat Reveals Rational Drug-Drug Combination with Ibrutinib. Clinical cancer research : an official journal of the American Association for Cancer Research. 2016;23(12):3084-3096. doi: 10.1158/1078-0432.CCR-16-2022. PMID: 27993968; PMCID: PMC5474138.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
110. Boi M, Todaro M, Vurchio V, Yang SN, Moon J, Kwee I, Rinaldi A, Pan H, Crescenzo R, Cheng M, Cerchietti L, Elemento O, Riveiro ME, Cvitkovic E, Bertoni F, Inghirami G. Therapeutic efficacy of the bromodomain inhibitor OTX015/MK-8628 in ALK-positive anaplastic large cell lymphoma: an alternative modality to overcome resistant phenotypes. Oncotarget. 2016;7(48):79637-79653. doi: 10.18632/oncotarget.12876. PMID: 27793034; PMCID: PMC5346742.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
111. Jiang Y, Ortega-Molina A, Geng H, Ying H, Hatzi K, Parsa S, McNally D, Wang L, Doane AS, Agirre X, Teater M, Meydan C, Li Z, Poloway D, Wang S, Ennishi D, Scott DW, Stengel KR, Kranz JE, Holson E, Sharma S, Young JW, Chu C, Roeder RG, Shaknovich R, Hiebert SW, Gascoyne RD, Tam W, Elemento O, Wendel H, Melnick AM. CREBBP Inactivation Promotes the Development of HDAC3-Dependent Lymphomas. Cancer discovery. 2016;7(1):38-53. doi: 10.1158/2159-8290.CD-16-0975. PMID: 27733359; PMCID: PMC5300005.
Mentee: Ashley Doane · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
112. Jiang Y, Ortega-Molina A, Geng H, Ying H, Hatzi K, Parsa S, McNally D, Wang L, Doane AS, Agirre X, Teater M, Meydan C, Li Z, Poloway D, Wang S, Ennishi D, Scott DW, Stengel KR, Kranz JE, Holson E, Sharma S, Young JW, Chu C, Roeder RG, Shaknovich R, Hiebert SW, Gascoyne RD, Tam W, Elemento O, Wendel H, Melnick AM. CREBBP Inactivation Promotes the Development of HDAC3-Dependent Lymphomas. Cancer discovery. 2016;7(1):38-53. doi: 10.1158/2159-8290.CD-16-0975. PMID: 27733359; PMCID: PMC5300005.
Mentee: Dylan McNally · Physiology, Biophysics & Systems Biology (PhD) · Class of 2024
113. Page DB, Yuan J, Redmond D, Wen YH, Durack JC, Emerson R, Solomon S, Dong Z, Wong P, Comstock C, Diab A, Sung J, Maybody M, Morris E, Brogi E, Morrow M, Sacchini V, Elemento O, Robins H, Patil S, Allison JP, Wolchok JD, Hudis C, Norton L, McArthur HL. Deep Sequencing of T-cell Receptor DNA as a Biomarker of Clonally Expanded TILs in Breast Cancer after Immunotherapy. Cancer immunology research. 2016;4(10):835-844. doi: 10.1158/2326-6066.CIR-16-0013. PMID: 27587469; PMCID: PMC5064839.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
114. Redmond D, Poran A, Elemento O. Single-cell TCRseq: paired recovery of entire T-cell alpha and beta chain transcripts in T-cell receptors from single-cell RNAseq. Genome medicine. 2016;8(1):80. doi: 10.1186/s13073-016-0335-7. PMID: 27460926; PMCID: PMC4962388.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
115. Vazirani RP, Verma A, Sadacca LA, Buckman MS, Picatoste B, Beg M, Torsitano C, Bruno JH, Patel RT, Simonyte K, Camporez JP, Moreira G, Falcone DJ, Accili D, Elemento O, Shulman GI, Kahn BB, McGraw TE. Disruption of Adipose Rab10-Dependent Insulin Signaling Causes Hepatic Insulin Resistance. Diabetes. 2016;65(6):1577-89. doi: 10.2337/db15-1128. PMID: 27207531; PMCID: PMC4878419.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
116. Jiang Y, Nie K, Redmond D, Melnick AM, Tam W, Elemento O. VDJ-Seq: Deep Sequencing Analysis of Rearranged Immunoglobulin Heavy Chain Gene to Reveal Clonal Evolution Patterns of B Cell Lymphoma. Journal of visualized experiments : JoVE. 2015;(106):e53215. doi: 10.3791/53215. PMID: 26780364; PMCID: PMC4780861.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
117. Culjkovic-Kraljacic B, Fernando TM, Marullo R, Calvo-Vidal N, Verma A, Yang S, Tabbò F, Gaudiano M, Zahreddine H, Goldstein RL, Patel J, Taldone T, Chiosis G, Ladetto M, Ghione P, Machiorlatti R, Elemento O, Inghirami G, Melnick A, Borden KLB, Cerchietti L. Combinatorial targeting of nuclear export and translation of RNA inhibits aggressive B-cell lymphomas. Blood. 2015;127(7):858-68. doi: 10.1182/blood-2015-05-645069. PMID: 26603836; PMCID: PMC4760090.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
118. Ma J, Nie K, Redmond D, Liu Y, Elemento O, Knowles DM, Tam W. EBV-miR-BHRF1-2 targets PRDM1/Blimp1: potential role in EBV lymphomagenesis. Leukemia. 2015;30(3):594-604. doi: 10.1038/leu.2015.285. PMID: 26530011; PMCID: PMC4777778.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
119. Verma A, Jiang Y, Du W, Fairchild L, Melnick A, Elemento O. Transcriptome sequencing reveals thousands of novel long non-coding RNAs in B cell lymphoma. Genome medicine. 2015;7:110. doi: 10.1186/s13073-015-0230-7. PMID: 26521025; PMCID: PMC4628784.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
120. Ortega-Molina A, Boss IW, Canela A, Pan H, Jiang Y, Zhao C, Jiang M, Hu D, Agirre X, Niesvizky I, Lee J, Chen H, Ennishi D, Scott DW, Mottok A, Hother C, Liu S, Cao X, Tam W, Shaknovich R, Garcia BA, Gascoyne RD, Ge K, Shilatifard A, Elemento O, Nussenzweig A, Melnick AM, Wendel H. The histone lysine methyltransferase KMT2D sustains a gene expression program that represses B cell lymphoma development. Nature medicine. 2015;21(10):1199-208. doi: 10.1038/nm.3943. PMID: 26366710; PMCID: PMC4676270.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
121. Dominguez PM, Teater M, Chambwe N, Kormaksson M, Redmond D, Ishii J, Vuong B, Chaudhuri J, Melnick A, Vasanthakumar A, Godley LA, Papavasiliou FN, Elemento O, Shaknovich R. DNA Methylation Dynamics of Germinal Center B Cells Are Mediated by AID. Cell reports. 2015;12(12):2086-98. doi: 10.1016/j.celrep.2015.08.036. PMID: 26365193; PMCID: PMC4591215.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
122. Seo BR, Bhardwaj P, Choi S, Gonzalez J, Andresen Eguiluz RC, Wang K, Mohanan S, Morris PG, Du B, Zhou XK, Vahdat LT, Verma A, Elemento O, Hudis CA, Williams RM, Gourdon D, Dannenberg AJ, Fischbach C. Obesity-dependent changes in interstitial ECM mechanics promote breast tumorigenesis. Science translational medicine. 2015;7(301):301ra130. doi: 10.1126/scitranslmed.3010467. PMID: 26290412; PMCID: PMC4837896.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
123. Pan H, Jiang Y, Boi M, Tabbò F, Redmond D, Nie K, Ladetto M, Chiappella A, Cerchietti L, Shaknovich R, Melnick AM, Inghirami GG, Tam W, Elemento O. Epigenomic evolution in diffuse large B-cell lymphomas. Nature communications. 2015;6:6921. doi: 10.1038/ncomms7921. PMID: 25891015; PMCID: PMC4411286.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
124. Pan H, Jiang Y, Boi M, Tabbò F, Redmond D, Nie K, Ladetto M, Chiappella A, Cerchietti L, Shaknovich R, Melnick AM, Inghirami GG, Tam W, Elemento O. Epigenomic evolution in diffuse large B-cell lymphomas. Nature communications. 2015;6:6921. doi: 10.1038/ncomms7921. PMID: 25891015; PMCID: PMC4411286.
Mentee: Heng Pan · Physiology, Biophysics & Systems Biology (PhD) · Class of 2018
125. Karreth FA, Reschke M, Ruocco A, Ng C, Chapuy B, Léopold V, Sjoberg M, Keane TM, Verma A, Ala U, Tay Y, Wu D, Seitzer N, Velasco-Herrera MDC, Bothmer A, Fung J, Langellotto F, Rodig SJ, Elemento O, Shipp MA, Adams DJ, Chiarle R, Pandolfi PP. The BRAF pseudogene functions as a competitive endogenous RNA and induces lymphoma in vivo. Cell. 2015;161(2):319-32. doi: 10.1016/j.cell.2015.02.043. PMID: 25843629; PMCID: PMC6922011.
Mentee: Akanksha Verma · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2020
126. Jiang Y, Redmond D, Nie K, Eng KW, Clozel T, Martin P, Tan LH, Melnick AM, Tam W, Elemento O. Deep sequencing reveals clonal evolution patterns and mutation events associated with relapse in B-cell lymphomas. Genome biology. 2014;15(8):432. doi: 10.1186/s13059-014-0432-0. PMID: 25123191; PMCID: PMC4158101.
Mentee: David Redmond · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2019
Postdoc mentee
127. De Boni L, Claridge S, Nath S, Tofani K, Stein BD, Park E, Steiner S, Elemento O, Pauli C, Hopkins BD. Placing purines in precision medicine: Targeting a metabolic reliance in KRAS-mutant tumors. iScience. 2026;29(3):114954. doi: 10.1016/j.isci.2026.114954. PMID: 41767257; PMCID: PMC12937152.
Mentee: Shalini Nath · Postdoc mentee
128. Hissong E, Bhinder B, Kim J, Ohara K, Ravichandran H, Assaad MA, Elsoukkary S, Shusterman M, Khan U, Eng KW, Bareja R, Manohar J, Sigouros M, Rendeiro AF, Jessurun J, Ocean AJ, Sboner A, Elemento O, Mosquera JM, Shah MA. Integrative transcriptomic and single-cell protein characterization of colorectal carcinoma delineates distinct tumor immune microenvironments associated with overall survival. Pathology, research and practice. 2025;273:156150. doi: 10.1016/j.prp.2025.156150. PMID: 40743578.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
129. Nath S, Claridge S, Granados GL, Al Assaad M, Park E, Cavallo J, Nuwere U, Ackon ME, De Boni L, Baker S, Reddy EP, Blank SV, Elemento O, Brody R, Hopkins BD. Unlocking the therapeutic potential of rigosertib as a selective therapy for ovarian cancer. Cell reports. Medicine. 2025;6(7):102218. doi: 10.1016/j.xcrm.2025.102218. PMID: 40628262; PMCID: PMC12281429.
Mentee: Shalini Nath · Postdoc mentee
130. Park J, Gregorio RD, Hissong E, Ozcelik E, Bartelo N, Dezem FS, Zhang L, Marção M, Chasteen H, Zheng Y, Abila E, Kim J, Nelson T, Proszynski J, Agyemang AA, Arikatla MR, Wani A, Liu Y, Metzger E, Rogers S, Divakar P, Dulai PS, Reeves J, Liang Y, Pan L, Bhattacharjee S, Patrick M, Young K, Heck A, Korukonda M, McGuire D, Wu L, Wardhani A, Beechem J, Church G, Lipkin SM, Berliner A, Patel S, Socciarelli F, Krumsiek J, Chandwani R, Monette S, Robinson B, Loda M, Elemento O, Martelotto L, Plummer J, Rendeiro AF, Alonso A, Schwartz RE, Houlihan SL, Mason CE. The Spatial Atlas of Human Anatomy (SAHA): A Multimodal Subcellular-Resolution Reference Across Human Organs. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.16.658716. PMID: 40611896; PMCID: PMC12224548.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
131. Kim J, Ravichandran H, Yoffe L, Bhinder B, Finos K, Singh A, Pua BB, Bates S, Huang BE, Rendeiro AF, Mittal V, Altorki NK, McGraw TE, Elemento O. Simultaneous immunomodulation and epithelial-to-mesenchymal transition drives lung adenocarcinoma progression. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.02.19.637138. PMID: 40027685; PMCID: PMC11870609.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
132. Claridge SE, Nath S, Baum A, Farias R, Cavallo J, Rizvi NM, De Boni L, Park E, Granados GL, Hauesgen M, Fernandez-Rodriguez R, Kozan EN, Kanshin E, Huynh KQ, Chen P, Wu K, Ueberheide B, Mosquera JM, Hirsch FR, DeVita RJ, Elemento O, Pauli C, Pan Z, Hopkins BD. Functional genomics pipeline identifies CRL4 inhibition for the treatment of ovarian cancer. Clinical and translational medicine. 2025;15(2):e70078. doi: 10.1002/ctm2.70078. PMID: 39856363; PMCID: PMC11761363.
Mentee: Shalini Nath · Postdoc mentee
133. Yoffe L, Bhinder B, Kang SW, Zhang H, Singh A, Ravichandran H, Markowitz G, Martin M, Kim J, Zhang C, Elemento O, Tansey W, Bates S, McGraw TE, Borczuk A, Lee H, Altorki NK, Mittal V. Acquisition of discrete immune suppressive barriers contributes to the initiation and progression of preinvasive to invasive human lung cancer. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.12.31.630523. PMID: 39803458; PMCID: PMC11722343.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
134. Ranti D, Yu H, Salomé B, Bang S, Duquesne I, Wang YA, Bieber C, Strandgaard T, Merritt E, Doherty G, Narasimhan A, Okulate I, Houghton S, Hug B, Kim J, Ravichandran H, Demetriou A, Li Z, Lindskrog SV, da Silva ANMR, Ruan DF, Daza J, Ingles JC, Rai R, Hegewisch-Solloa E, Mace EM, Fernandez-Rodriguez R, Izadmehr S, Farkas AM, Cruz-Encarnacion P, Shroff S, Patel F, Tran M, Youssef D, Ananthanarayanan A, Park J, Geanon D, Kelly G, Lee B, Nie K, Miake-Lye S, Xie H, Chen R, Bi C, Rizakos T, Villagomez B, Thin TH, Garcia-Barros M, Brown H, Martin B, Mateo A, Soto A, Sussman R, Shiwlani S, Francisco-Simon S, Beaumont KG, Wang Y, Wang L, Sebra RP, Smith S, Skobe M, Clancy-Thompson E, Palmer D, Hammond S, Yolmo P, Koti M, Hopkins BD, Wiklund P, Zhu J, Bravo-Cordero JJ, Brody R, Chen Z, Kim-Schulze S, Dyrskjøt L, Elemento O, Tocheva A, Song W, Bhardwaj N, Galsky MD, Sfakianos JP, Horowitz A. HLA-E and NKG2A Mediate Resistance to BCG Immunotherapy in Non-Muscle-Invasive Bladder Cancer. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.09.02.610816. PMID: 39282294; PMCID: PMC11398371.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
135. Hissong E, Bhinder B, Kim J, Ohara K, Ravichandran H, Assaad MA, Elsoukkary S, Shusterman M, Khan U, Eng KW, Bareja R, Manohar J, Sigouros M, Rendeiro AF, Jessurun J, Ocean AJ, Sboner A, Elemento O, Mosquera JM, Shah MA. Integrative Transcriptomic and Single-Cell Protein Characterization of Colorectal Carcinoma Delineates Distinct Tumor Immune Microenvironments Associated with Overall Survival. Research square. 2024. doi: 10.21203/rs.3.rs-4751101/v1. PMID: 39108491; PMCID: PMC11302706.
Mentee: Junbum Kim · Physiology, Biophysics & Systems Biology · Class of 2024
136. Bojmar L, Zambirinis CP, Hernandez JM, Chakraborty J, Shaashua L, Kim J, Johnson KE, Hanna S, Askan G, Burman J, Ravichandran H, Zheng J, Jolissaint JS, Srouji R, Song Y, Choubey A, Kim HS, Cioffi M, van Beek E, Sigel C, Jessurun J, Velasco Riestra P, Blomstrand H, Jönsson C, Jönsson A, Lauritzen P, Buehring W, Ararso Y, Hernandez D, Vinagolu-Baur JP, Friedman M, Glidden C, Firmenich L, Lieberman G, Mejia DL, Nasar N, Mutvei AP, Paul DM, Bram Y, Costa-Silva B, Basturk O, Boudreau N, Zhang H, Matei IR, Hoshino A, Kelsen D, Sagi I, Scherz A, Scherz-Shouval R, Yarden Y, Oren M, Egeblad M, Lewis JS, Keshari K, Grandgenett PM, Hollingsworth MA, Rajasekhar VK, Healey JH, Björnsson B, Simeone DM, Tuveson DA, Iacobuzio-Donahue CA, Bromberg J, Vincent CT, O'Reilly EM, DeMatteo RP, Balachandran VP, D'Angelica MI, Kingham TP, Allen PJ, Simpson AL, Elemento O, Sandström P, Schwartz RE, Jarnagin WR, Lyden D. Multi-parametric atlas of the pre-metastatic liver for prediction of metastatic outcome in early-stage pancreatic cancer. Nature medicine. 2024;30(8):2170-2180. doi: 10.1038/s41591-024-03075-7. PMID: 38942992; PMCID: PMC11416063.
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