Co-authored publications with mentees
Hagen Tilgner, PhD · 20 publications across 5 mentees
PhD mentee
1. Michielsen L, Prjibelski AD, Foord C, Spiegelman Y, Kim T, Hu W, Jarroux J, Hsu J, Pfeil R, Zhang X, Gan L, Tomescu AI, Hajirasouliha I, Tilgner HU. Spatial isoform sequencing at single-cell resolution reveals cell-type-specific spatial isoform variability in multiple brain cell types. Nature methods. 2026;23(9):1869-1881. doi: 10.1038/s41592-026-03211-w. PMID: 42697995; PMCID: PMC13545012.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
2. Li XJ, Foord C, Prjibelski AD, Belchikov N, Joglekar A, Hsu J, Jarroux J, Tomescu AI, Hu W, Tilgner HU. Real-time Targeted Enrichment in Single-cell Long-read Sequencing. Genomics, proteomics & bioinformatics. 2026. doi: 10.1093/gpbjnl/qzag051. PMID: 42384931.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
3. Michielsen L, Hsu J, Joglekar A, Belchikov N, Reinders MJT, Tilgner HU, Mahfouz A. Decoding exon inclusion in the human brain reveals more divergent splicing mechanisms in neurons than glia. Genome biology. 2026;27(1). doi: 10.1186/s13059-026-04015-z. PMID: 41764538; PMCID: PMC13059442.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
4. Belchikov N, Hu W, Fan L, Joglekar A, He Y, Foord C, Jarroux J, Hsu J, Pollard S, Amin S, Prjibelski AD, Gong S, Zhang S, Giannelli R, Seelaar H, Tomescu AI, Ross ME, Li AN, Grinberg LT, Spina S, Miller BL, Cooper-Knock J, Snyder MP, Seeley WW, Rao-Ruiz P, Spijker S, Smit AB, Clelland CD, Gan L, Tilgner HU. A single-cell, long-read, isoform-resolved case-control study of FTD reveals cell-type-specific and broad splicing dysregulation in human brain. Cell reports. 2025;44(9):116198. doi: 10.1016/j.celrep.2025.116198. PMID: 40913764; PMCID: PMC12558363.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
5. Belchikov N, Hu W, Fan L, Joglekar A, He Y, Foord C, Jarroux J, Hsu J, Pollard S, Amin S, Prjibelski AD, Gong S, Zhang S, Giannelli R, Seelaar H, Tomescu AI, Ross ME, Li AN, Grinberg LT, Spina S, Miller BL, Cooper-Knock J, Snyder MP, Seeley WW, Rao-Ruiz P, Spijker S, Smit AB, Clelland CD, Gan L, Tilgner HU. A single-cell, long-read, isoform-resolved case-control study of FTD reveals cell-type-specific and broad splicing dysregulation in human brain. Cell reports. 2025;44(9):116198. doi: 10.1016/j.celrep.2025.116198. PMID: 40913764; PMCID: PMC12558363.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
6. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. Nature communications. 2025;16(1):8093. doi: 10.1038/s41467-025-63301-9. PMID: 40883294; PMCID: PMC12397408.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
7. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. Nature communications. 2025;16(1):8093. doi: 10.1038/s41467-025-63301-9. PMID: 40883294; PMCID: PMC12397408.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
8. Hu W, Foord C, Hsu J, Fan L, Corley MJ, Lanjewar SN, Xu S, Belchikov N, He Y, Pang APS, Bhatia TN, Jarroux J, Joglekar A, Milner TA, Ndhlovu LC, Zhang J, Butelman E, Sloan SA, Lee VMY, Gan L, Tilgner HU. Combined single-cell profiling of chromatin-transcriptome and splicing across brain cell types, regions and disease state. Nature biotechnology. 2025;44(6):976-988. doi: 10.1038/s41587-025-02734-5. PMID: 40696189; PMCID: PMC12425497.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
9. Hu W, Foord C, Hsu J, Fan L, Corley MJ, Lanjewar SN, Xu S, Belchikov N, He Y, Pang APS, Bhatia TN, Jarroux J, Joglekar A, Milner TA, Ndhlovu LC, Zhang J, Butelman E, Sloan SA, Lee VMY, Gan L, Tilgner HU. Combined single-cell profiling of chromatin-transcriptome and splicing across brain cell types, regions and disease state. Nature biotechnology. 2025;44(6):976-988. doi: 10.1038/s41587-025-02734-5. PMID: 40696189; PMCID: PMC12425497.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
10. Michielsen L, Prjibelski AD, Foord C, Hu W, Jarroux J, Hsu J, Tomescu AI, Hajirasouliha I, Tilgner HU. Spatial isoform sequencing at sub-micrometer single-cell resolution reveals novel patterns of spatial isoform variability in brain cell types. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.25.661563. PMID: 40667010; PMCID: PMC12262416.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
11. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.10.658877. PMID: 40661641; PMCID: PMC12259066.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
12. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.10.658877. PMID: 40661641; PMCID: PMC12259066.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
13. Belchikov N, Hsu J, Li XJ, Jarroux J, Hu W, Joglekar A, Tilgner HU. Understanding isoform expression by pairing long-read sequencing with single-cell and spatial transcriptomics. Genome research. 2024;34(11):1735-1746. doi: 10.1101/gr.279640.124. PMID: 39567235; PMCID: PMC11610585.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
14. Hu W, Foord C, Hsu J, Fan L, Corley MJ, Bhatia TN, Xu S, Belchikov N, He Y, Pang AP, Lanjewar SN, Jarroux J, Joglekar A, Milner TA, Ndhlovu LC, Zhang J, Butelman E, Sloan SA, Lee VM, Gan L, Tilgner HU. ScISOr-ATAC reveals convergent and divergent splicing and chromatin specificities between matched cell types across cortical regions, evolution, and in Alzheimer's Disease. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2024.02.24.581897. PMID: 38464236; PMCID: PMC10925193.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
15. Hu W, Foord C, Hsu J, Fan L, Corley MJ, Bhatia TN, Xu S, Belchikov N, He Y, Pang AP, Lanjewar SN, Jarroux J, Joglekar A, Milner TA, Ndhlovu LC, Zhang J, Butelman E, Sloan SA, Lee VM, Gan L, Tilgner HU. ScISOr-ATAC reveals convergent and divergent splicing and chromatin specificities between matched cell types across cortical regions, evolution, and in Alzheimer's Disease. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2024.02.24.581897. PMID: 38464236; PMCID: PMC10925193.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
16. Joglekar A, Foord C, Jarroux J, Pollard S, Tilgner HU. From words to complete phrases: insight into single-cell isoforms using short and long reads. Transcription. 2023;14(3-5):92-104. doi: 10.1080/21541264.2023.2213514. PMID: 37314295; PMCID: PMC10807471.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
17. Foord C, Hsu J, Jarroux J, Hu W, Belchikov N, Pollard S, He Y, Joglekar A, Tilgner HU. The variables on RNA molecules: concert or cacophony? Answers in long-read sequencing. Nature methods. 2023;20(1):20-24. doi: 10.1038/s41592-022-01715-9. PMID: 36635536.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
18. Foord C, Hsu J, Jarroux J, Hu W, Belchikov N, Pollard S, He Y, Joglekar A, Tilgner HU. The variables on RNA molecules: concert or cacophony? Answers in long-read sequencing. Nature methods. 2023;20(1):20-24. doi: 10.1038/s41592-022-01715-9. PMID: 36635536.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
19. Hardwick SA, Hu W, Joglekar A, Fan L, Collier PG, Foord C, Balacco J, Lanjewar S, Sampson MM, Koopmans F, Prjibelski AD, Mikheenko A, Belchikov N, Jarroux J, Lucas AB, Palkovits M, Luo W, Milner TA, Ndhlovu LC, Smit AB, Trojanowski JQ, Lee VMY, Fedrigo O, Sloan SA, Tombácz D, Ross ME, Jarvis E, Boldogkői Z, Gan L, Tilgner HU. Single-nuclei isoform RNA sequencing unlocks barcoded exon connectivity in frozen brain tissue. Nature biotechnology. 2022;40(7):1082-1092. doi: 10.1038/s41587-022-01231-3. PMID: 35256815; PMCID: PMC9287170.
Mentee: Natan Belchikov · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
20. Hardwick SA, Hu W, Joglekar A, Fan L, Collier PG, Foord C, Balacco J, Lanjewar S, Sampson MM, Koopmans F, Prjibelski AD, Mikheenko A, Belchikov N, Jarroux J, Lucas AB, Palkovits M, Luo W, Milner TA, Ndhlovu LC, Smit AB, Trojanowski JQ, Lee VMY, Fedrigo O, Sloan SA, Tombácz D, Ross ME, Jarvis E, Boldogkői Z, Gan L, Tilgner HU. Single-nuclei isoform RNA sequencing unlocks barcoded exon connectivity in frozen brain tissue. Nature biotechnology. 2022;40(7):1082-1092. doi: 10.1038/s41587-022-01231-3. PMID: 35256815; PMCID: PMC9287170.
Mentee: Careen Foord · Neuroscience (PhD) · Class of 2025
Postdoc mentee
21. Michielsen L, Prjibelski AD, Foord C, Spiegelman Y, Kim T, Hu W, Jarroux J, Hsu J, Pfeil R, Zhang X, Gan L, Tomescu AI, Hajirasouliha I, Tilgner HU. Spatial isoform sequencing at single-cell resolution reveals cell-type-specific spatial isoform variability in multiple brain cell types. Nature methods. 2026;23(9):1869-1881. doi: 10.1038/s41592-026-03211-w. PMID: 42697995; PMCID: PMC13545012.
Mentee: Lieke Michielsen · Postdoc mentee
22. Michielsen L, Prjibelski AD, Foord C, Spiegelman Y, Kim T, Hu W, Jarroux J, Hsu J, Pfeil R, Zhang X, Gan L, Tomescu AI, Hajirasouliha I, Tilgner HU. Spatial isoform sequencing at single-cell resolution reveals cell-type-specific spatial isoform variability in multiple brain cell types. Nature methods. 2026;23(9):1869-1881. doi: 10.1038/s41592-026-03211-w. PMID: 42697995; PMCID: PMC13545012.
Mentee: Yelizaveta Mochalova · Postdoc mentee
23. Michielsen L, Hsu J, Joglekar A, Belchikov N, Reinders MJT, Tilgner HU, Mahfouz A. Decoding exon inclusion in the human brain reveals more divergent splicing mechanisms in neurons than glia. Genome biology. 2026;27(1). doi: 10.1186/s13059-026-04015-z. PMID: 41764538; PMCID: PMC13059442.
Mentee: Lieke Michielsen · Postdoc mentee
24. Belchikov N, Hu W, Fan L, Joglekar A, He Y, Foord C, Jarroux J, Hsu J, Pollard S, Amin S, Prjibelski AD, Gong S, Zhang S, Giannelli R, Seelaar H, Tomescu AI, Ross ME, Li AN, Grinberg LT, Spina S, Miller BL, Cooper-Knock J, Snyder MP, Seeley WW, Rao-Ruiz P, Spijker S, Smit AB, Clelland CD, Gan L, Tilgner HU. A single-cell, long-read, isoform-resolved case-control study of FTD reveals cell-type-specific and broad splicing dysregulation in human brain. Cell reports. 2025;44(9):116198. doi: 10.1016/j.celrep.2025.116198. PMID: 40913764; PMCID: PMC12558363.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
25. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. Nature communications. 2025;16(1):8093. doi: 10.1038/s41467-025-63301-9. PMID: 40883294; PMCID: PMC12397408.
Mentee: Lieke Michielsen · Postdoc mentee
26. Michielsen L, Prjibelski AD, Foord C, Hu W, Jarroux J, Hsu J, Tomescu AI, Hajirasouliha I, Tilgner HU. Spatial isoform sequencing at sub-micrometer single-cell resolution reveals novel patterns of spatial isoform variability in brain cell types. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.25.661563. PMID: 40667010; PMCID: PMC12262416.
Mentee: Lieke Michielsen · Postdoc mentee
27. Foord C, Prjibelski AD, Hu W, Michielsen L, Vandelli A, Narykov O, Evans B, Hsu J, Belchikov N, Jarroux J, He Y, Ross ME, Hajirasouliha I, Tartaglia GG, Korkin D, Tomescu AI, Tilgner HU. A spatial long-read approach at near-single-cell resolution reveals developmental regulation of splicing and polyadenylation sites in distinct cortical layers and cell types. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.06.10.658877. PMID: 40661641; PMCID: PMC12259066.
Mentee: Lieke Michielsen · Postdoc mentee
28. Foord C, Hsu J, Jarroux J, Hu W, Belchikov N, Pollard S, He Y, Joglekar A, Tilgner HU. The variables on RNA molecules: concert or cacophony? Answers in long-read sequencing. Nature methods. 2023;20(1):20-24. doi: 10.1038/s41592-022-01715-9. PMID: 36635536.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
29. Prjibelski AD, Mikheenko A, Joglekar A, Smetanin A, Jarroux J, Lapidus AL, Tilgner HU. Accurate isoform discovery with IsoQuant using long reads. Nature biotechnology. 2023;41(7):915-918. doi: 10.1038/s41587-022-01565-y. PMID: 36593406; PMCID: PMC10344776.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
30. Stein AN, Joglekar A, Poon C, Tilgner HU. ScisorWiz: visualizing differential isoform expression in single-cell long-read data. Bioinformatics (Oxford, England). 2022;38(13):3474-3476. doi: 10.1093/bioinformatics/btac340. PMID: 35604081; PMCID: PMC9237735.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
31. Mikheenko A, Prjibelski AD, Joglekar A, Tilgner HU. Sequencing of individual barcoded cDNAs using Pacific Biosciences and Oxford Nanopore Technologies reveals platform-specific error patterns. Genome research. 2022;32(4):726-737. doi: 10.1101/gr.276405.121. PMID: 35301264; PMCID: PMC8997348.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
32. Hardwick SA, Hu W, Joglekar A, Fan L, Collier PG, Foord C, Balacco J, Lanjewar S, Sampson MM, Koopmans F, Prjibelski AD, Mikheenko A, Belchikov N, Jarroux J, Lucas AB, Palkovits M, Luo W, Milner TA, Ndhlovu LC, Smit AB, Trojanowski JQ, Lee VMY, Fedrigo O, Sloan SA, Tombácz D, Ross ME, Jarvis E, Boldogkői Z, Gan L, Tilgner HU. Single-nuclei isoform RNA sequencing unlocks barcoded exon connectivity in frozen brain tissue. Nature biotechnology. 2022;40(7):1082-1092. doi: 10.1038/s41587-022-01231-3. PMID: 35256815; PMCID: PMC9287170.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
33. Joglekar A, Prjibelski A, Mahfouz A, Collier P, Lin S, Schlusche AK, Marrocco J, Williams SR, Haase B, Hayes A, Chew JG, Weisenfeld NI, Wong MY, Stein AN, Hardwick SA, Hunt T, Wang Q, Dieterich C, Bent Z, Fedrigo O, Sloan SA, Risso D, Jarvis ED, Flicek P, Luo W, Pitt GS, Frankish A, Smit AB, Ross ME, Tilgner HU. A spatially resolved brain region- and cell type-specific isoform atlas of the postnatal mouse brain. Nature communications. 2021;12(1):463. doi: 10.1038/s41467-020-20343-5. PMID: 33469025; PMCID: PMC7815907.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
34. Hardwick SA, Joglekar A, Flicek P, Frankish A, Tilgner HU. Getting the Entire Message: Progress in Isoform Sequencing. Frontiers in genetics. 2019;10:709. doi: 10.3389/fgene.2019.00709. PMID: 31475029; PMCID: PMC6706457.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
35. Koopmans F, van Nierop P, Andres-Alonso M, Byrnes A, Cijsouw T, Coba MP, Cornelisse LN, Farrell RJ, Goldschmidt HL, Howrigan DP, Hussain NK, Imig C, de Jong APH, Jung H, Kohansalnodehi M, Kramarz B, Lipstein N, Lovering RC, MacGillavry H, Mariano V, Mi H, Ninov M, Osumi-Sutherland D, Pielot R, Smalla K, Tang H, Tashman K, Toonen RFG, Verpelli C, Reig-Viader R, Watanabe K, van Weering J, Achsel T, Ashrafi G, Asi N, Brown TC, De Camilli P, Feuermann M, Foulger RE, Gaudet P, Joglekar A, Kanellopoulos A, Malenka R, Nicoll RA, Pulido C, de Juan-Sanz J, Sheng M, Südhof TC, Tilgner HU, Bagni C, Bayés À, Biederer T, Brose N, Chua JJE, Dieterich DC, Gundelfinger ED, Hoogenraad C, Huganir RL, Jahn R, Kaeser PS, Kim E, Kreutz MR, McPherson PS, Neale BM, O'Connor V, Posthuma D, Ryan TA, Sala C, Feng G, Hyman SE, Thomas PD, Smit AB, Verhage M. SynGO: An Evidence-Based, Expert-Curated Knowledge Base for the Synapse. Neuron. 2019;103(2):217-234.e4. doi: 10.1016/j.neuron.2019.05.002. PMID: 31171447; PMCID: PMC6764089.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
36. Gupta I, Collier PG, Haase B, Mahfouz A, Joglekar A, Floyd T, Koopmans F, Barres B, Smit AB, Sloan SA, Luo W, Fedrigo O, Ross ME, Tilgner HU. Single-cell isoform RNA sequencing characterizes isoforms in thousands of cerebellar cells. Nature biotechnology. 2018. doi: 10.1038/nbt.4259. PMID: 30320766.
Mentee: Anoushka Joglekar · Tri-I Program in Computational Biology & Medicine · Class of 2022
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