Co-authored publications with mentees
Dan Avi Landau, MD, PhD · 33 publications across 14 mentees
MD mentee
1. Zviran A, Schulman RC, Shah M, Hill STK, Deochand S, Khamnei CC, Maloney D, Patel K, Liao W, Widman AJ, Wong P, Callahan MK, Ha G, Reed S, Rotem D, Frederick D, Sharova T, Miao B, Kim T, Gydush G, Rhoades J, Huang KY, Omans ND, Bolan PO, Lipsky AH, Ang C, Malbari M, Spinelli CF, Kazancioglu S, Runnels AM, Fennessey S, Stolte C, Gaiti F, Inghirami GG, Adalsteinsson V, Houck-Loomis B, Ishii J, Wolchok JD, Boland G, Robine N, Altorki NK, Landau DA. Genome-wide cell-free DNA mutational integration enables ultra-sensitive cancer monitoring. Nature medicine. 2020;26(7):1114-1124. doi: 10.1038/s41591-020-0915-3. PMID: 32483360; PMCID: PMC8108131.
Mentee: Patrick Bolan · MD mentee · Class of 2020
2. Bolan PO, Zviran A, Brenan L, Schiffman JS, Dusaj N, Goodale A, Piccioni F, Johannessen CM, Landau DA. Genotype-Fitness Maps of EGFR-Mutant Lung Adenocarcinoma Chart the Evolutionary Landscape of Resistance for Combination Therapy Optimization. Cell systems. 2019;10(1):52-65.e7. doi: 10.1016/j.cels.2019.10.002. PMID: 31668800; PMCID: PMC6981068.
Mentee: Patrick Bolan · MD mentee · Class of 2020
MD-PhD mentee
3. Chi W, Yoon S, Goksel E, Mekerishvili L, Pelt J, Lin Y, Prieto T, Zinno J, Ganesan S, Potenski C, Izzo F, Landau DA, Raimondi I. Single-cell mapping of regulatory DNA-protein interactions. Cell. 2026;189(12):3801-3816.e11. doi: 10.1016/j.cell.2026.05.014. PMID: 42242226; PMCID: PMC13366695.
Mentee: Joe Pelt · MD-PhD WGS Physiology, Biophysics & System Biology (MD-PhD) · Class of 2024
4. Izzo F, Myers RM, Ganesan S, Mekerishvili L, Kottapalli S, Prieto T, Eton EO, Botella T, Dunbar AJ, Bowman RL, Sotelo J, Potenski C, Mimitou EP, Stahl M, El Ghaity-Beckley S, Arandela J, Raviram R, Choi DC, Hoffman R, Chaligné R, Abdel-Wahab O, Smibert P, Ghobrial IM, Scandura JM, Marcellino B, Levine RL, Landau DA. Mapping genotypes to chromatin accessibility profiles in single cells. Nature. 2024;629(8014):1149-1157. doi: 10.1038/s41586-024-07388-y. PMID: 38720070; PMCID: PMC11139586.
Mentee: Elliot Eton · MD-PhD Program (MD-PhD)
PhD mentee
5. Lama C, Isakov D, Rosenberg S, Quijada-Álamo M, Saurty-Seerunghen MS, Moein S, Nozais M, Abera T, Sakaguchi O, Totwani M, Freed G, Zaydon L, Poon C, Parghi N, Kubas-Meyer A, Xie AX, Omar M, Choi D, Castillo-Tokumori F, Abu-Zeinah G, Dillard A, Ganesan S, Omans ND, Dusaj N, Chamely P, Mimitou E, Smibert P, Kosiorek HE, Dueck AC, Weinberg R, Chaligne R, Marcellino B, Marchionni L, Patel S, Simonson P, Landau DA, Wagenblast E, Hoffman R, Nam AS. Type 1 interferon perturbates clonal competition by reshaping human blood development. Nature genetics. 2026. doi: 10.1038/s41588-026-02751-3. PMID: 42745000.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
6. Chi W, Yoon S, Goksel E, Mekerishvili L, Pelt J, Lin Y, Prieto T, Zinno J, Ganesan S, Potenski C, Izzo F, Landau DA, Raimondi I. Single-cell mapping of regulatory DNA-protein interactions. Cell. 2026;189(12):3801-3816.e11. doi: 10.1016/j.cell.2026.05.014. PMID: 42242226; PMCID: PMC13366695.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
7. Huang AY, Zhou Z, Talukdar M, Enyenihi L, Miller MB, Chhouk B, Rosen I, Zheng M, Zhou M, Yang A, Stronge E, Durens M, Nguyen M, Choi J, Zhao B, Khoshkhoo S, Kim J, Andersen R, An Z, Cheng Y, Ganz J, Mekerishvili L, Travaglini KJ, Gabitto MI, Hodge RD, Kaplan ES, Belk JA, Landau D, Lein ES, De Jager PL, Bennett DA, Marro SG, Papapetrou EP, Lee EA, Walsh CA. Somatic cancer variants enriched in Alzheimer's disease microglia-like cells drive inflammatory and proliferative states. Cell. 2026;189(12):3719-3735.e24. doi: 10.1016/j.cell.2026.03.040. PMID: 42019491; PMCID: PMC13107304.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
8. Wang K, Saniei S, Poddar N, Martinez IG, Chao C, Autar S, Fiore P, Carcamo S, Sreenath M, Peplinski JH, Ries RE, Mei AH, Rahman NA, Mekerishvili L, Quijada-Álamo M, Freed G, Zhang M, Lachman K, Diaz Z, Gonzalez MM, Zhang J, Pham G, Filipescu D, Berisa M, Balestra T, Wheeler N, Reisz JA, D'Alessandro A, Puleston DJ, Bernstein E, Chipuk JE, Wunderlich M, Tasian SK, Marcellino BK, Glass IA, Sturgeon CM, Landau DA, Chen Z, Papapetrou EP, Izzo F, Meshinchi S, Hasson D, Wagenblast E. Ontogeny Dictates Oncogenic Potential, Lineage Hierarchy, and Therapy Response in Pediatric Leukemia. Cancer discovery. 2026;16(3):541-570. doi: 10.1158/2159-8290.CD-25-0556. PMID: 41351880; PMCID: PMC12861042.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
9. Prieto T, Yuan DJ, Zinno J, Hughes C, Midler N, Kao S, Huuhtanen J, Raviram R, Fotopoulou F, Ruthen N, Rajagopalan S, Schiffman JS, D'Avino AR, Yoon S, Sotelo J, Omans ND, Wheeler N, Garces A, Pradhan B, Cheng AP, Robine N, Potenski C, Godfrey K, Kakiuchi N, Yokoyama A, Ogawa S, Abrams J, Raimondi I, Landau DA. Large-scale single-cell phylogenetic mapping of clonal evolution in the human aging esophagus. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.10.11.681805. PMID: 41279007; PMCID: PMC12632828.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
10. Prieto T, Yuan DJ, Zinno J, Hughes C, Midler N, Kao S, Huuhtanen J, Raviram R, Fotopoulou F, Ruthen N, Rajagopalan S, Schiffman JS, D'Avino AR, Yoon S, Sotelo J, Omans ND, Wheeler N, Garces A, Pradhan B, Cheng AP, Robine N, Potenski C, Godfrey K, Kakiuchi N, Yokoyama A, Ogawa S, Abrams J, Raimondi I, Landau DA. Large-scale single-cell phylogenetic mapping of clonal evolution in the human aging esophagus. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.10.11.681805. PMID: 41279007; PMCID: PMC12632828.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
11. Cheng AP, Rusinek I, Sossin A, Widman AJ, Meiri E, Krieger G, Hirschberg O, Tov DS, Gilad S, Jaimovich A, Barad O, Avaylon S, Rajagopalan S, Potenski C, Prieto T, Yuan DJ, Furatero R, Runnels A, Costa BM, Shoag JE, Assaad MA, Sigouros M, Manohar J, King A, Wilkes D, Otilano J, Malbari MS, Elemento O, Mosquera JM, Altorki NK, Saxena A, Callahan MK, Robine N, Germer S, Evrony GD, Faltas BM, Landau D. Paired plus-minus sequencing is an ultra-high throughput and accurate method for dual strand sequencing of DNA molecules. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.08.11.669689. PMID: 40832334; PMCID: PMC12363824.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
12. Cheng AP, Widman AJ, Arora A, Rusinek I, Sossin A, Rajagopalan S, Midler N, Hooper WF, Murray RM, Halmos D, Langanay T, Chu H, Inghirami G, Potenski C, Germer S, Marton M, Manaa D, Helland A, Furatero R, McClintock J, Winterkorn L, Steinsnyder Z, Wang Y, Alimohamed AI, Malbari MS, Saxena A, Callahan MK, Frederick DT, Spain L, Sigouros M, Manohar J, King A, Wilkes D, Otilano J, Elemento O, Mosquera JM, Jaimovich A, Lipson D, Turajlic S, Zody MC, Altorki NK, Wolchok JD, Postow MA, Robine N, Faltas BM, Boland G, Landau DA. Error-corrected flow-based sequencing at whole-genome scale and its application to circulating cell-free DNA profiling. Nature methods. 2025;22(5):973-981. doi: 10.1038/s41592-025-02648-9. PMID: 40217113; PMCID: PMC12077166.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
13. Pang Y, Prieto T, Gonzalez-Pena V, Aragon A, Xia Y, Kao S, Rajagopalan S, Zinno J, Quentin J, Laval J, Yuan D, Omans N, Klein D, MacKay M, De Vlaminck I, Easton J, Evans W, Landau DA, Gawad C. Measuring Longitudinal Genome-wide Clonal Evolution of Pediatric Acute Lymphoblastic Leukemia at Single-Cell Resolution. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.03.19.644196. PMID: 40166290; PMCID: PMC11957134.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
14. Pang Y, Prieto T, Gonzalez-Pena V, Aragon A, Xia Y, Kao S, Rajagopalan S, Zinno J, Quentin J, Laval J, Yuan D, Omans N, Klein D, MacKay M, De Vlaminck I, Easton J, Evans W, Landau DA, Gawad C. Measuring Longitudinal Genome-wide Clonal Evolution of Pediatric Acute Lymphoblastic Leukemia at Single-Cell Resolution. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.03.19.644196. PMID: 40166290; PMCID: PMC11957134.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
15. Wang K, Saniei S, Poddar N, Autar S, Carcamo S, Sreenath M, Peplinski JH, Ries RE, Martinez IG, Chao C, Mei AH, Rahman N, Mekerishvili L, Quijada-Álamo M, Freed G, Zhang M, Lachman K, Diaz Z, Gonzalez MM, Zhang J, Pham G, Filipescu D, Berisa M, Balestra T, Reisz JA, D'Alessandro A, Puleston DJ, Bernstein E, Chipuk JE, Wunderlich M, Tasian SK, Marcellino BK, Glass IA, Sturgeon CM, Landau DA, Chen Z, Papapetrou EP, Izzo F, Meshinchi S, Hasson D, Wagenblast E. Ontogeny Dictates Oncogenic Potential, Lineage Hierarchy, and Therapy Response in Pediatric Leukemia. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.03.19.643917. PMID: 40166161; PMCID: PMC11957141.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
16. Chi W, Yoon S, Mekerishvili L, Ganesan S, Potenski C, Izzo F, Landau D, Raimondi I. Single-cell mapping of regulatory DNA:Protein interactions. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.12.31.630903. PMID: 39803441; PMCID: PMC11722406.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
17. Chi W, Yoon S, Mekerishvili L, Ganesan S, Potenski C, Izzo F, Landau D, Raimondi I. Single-cell mapping of regulatory DNA:Protein interactions. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2024.12.31.630903. PMID: 39803441; PMCID: PMC11722406.
Mentee: Wei-Yu Chi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2026
18. Gu J, Iyer A, Wesley B, Taglialatela A, Leuzzi G, Hangai S, Decker A, Gu R, Klickstein N, Shuai Y, Jankovic K, Parker-Burns L, Jin Y, Zhang JY, Hong J, Niu X, Costa JA, Pezet MG, Chou J, Chen C', Paiva M, Snoeck H, Landau DA, Azizi E, Chan EM, Ciccia A, Gaublomme JT. Mapping multimodal phenotypes to perturbations in cells and tissue with CRISPRmap. Nature biotechnology. 2024;43(7):1101-1115. doi: 10.1038/s41587-024-02386-x. PMID: 39375448; PMCID: PMC12263428.
Mentee: Xiang Niu · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2023
19. Schiffman JS, D'Avino AR, Prieto T, Pang Y, Fan Y, Rajagopalan S, Potenski C, Hara T, Suvà ML, Gawad C, Landau DA. Defining heritability, plasticity, and transition dynamics of cellular phenotypes in somatic evolution. Nature genetics. 2024;56(10):2174-2184. doi: 10.1038/s41588-024-01920-6. PMID: 39317739; PMCID: PMC11527590.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
20. Widman AJ, Shah M, Frydendahl A, Halmos D, Khamnei CC, Øgaard N, Rajagopalan S, Arora A, Deshpande A, Hooper WF, Quentin J, Bass J, Zhang M, Langanay T, Andersen L, Steinsnyder Z, Liao W, Rasmussen MH, Henriksen TV, Jensen SØ, Nors J, Therkildsen C, Sotelo J, Brand R, Schiffman JS, Shah RH, Cheng AP, Maher C, Spain L, Krause K, Frederick DT, den Brok W, Lohrisch C, Shenkier T, Simmons C, Villa D, Mungall AJ, Moore R, Zaikova E, Cerda V, Kong E, Lai D, Malbari MS, Marton M, Manaa D, Winterkorn L, Gelmon K, Callahan MK, Boland G, Potenski C, Wolchok JD, Saxena A, Turajlic S, Imielinski M, Berger MF, Aparicio S, Altorki NK, Postow MA, Robine N, Andersen CL, Landau DA. Ultrasensitive plasma-based monitoring of tumor burden using machine-learning-guided signal enrichment. Nature medicine. 2024;30(6):1655-1666. doi: 10.1038/s41591-024-03040-4. PMID: 38877116; PMCID: PMC7616143.
Mentee: Srinivas Rajagopalan · Physiology, Biophysics & Systems Biology (PhD)
21. Izzo F, Myers RM, Ganesan S, Mekerishvili L, Kottapalli S, Prieto T, Eton EO, Botella T, Dunbar AJ, Bowman RL, Sotelo J, Potenski C, Mimitou EP, Stahl M, El Ghaity-Beckley S, Arandela J, Raviram R, Choi DC, Hoffman R, Chaligné R, Abdel-Wahab O, Smibert P, Ghobrial IM, Scandura JM, Marcellino B, Levine RL, Landau DA. Mapping genotypes to chromatin accessibility profiles in single cells. Nature. 2024;629(8014):1149-1157. doi: 10.1038/s41586-024-07388-y. PMID: 38720070; PMCID: PMC11139586.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
22. Ben-Chetrit N, Niu X, Swett AD, Sotelo J, Jiao MS, Stewart CM, Potenski C, Mielinis P, Roelli P, Stoeckius M, Landau DA. Integration of whole transcriptome spatial profiling with protein markers. Nature biotechnology. 2023;41(6):788-793. doi: 10.1038/s41587-022-01536-3. PMID: 36593397; PMCID: PMC10272089.
Mentee: Xiang Niu · Tri-I Program in Computational Biology & Medicine (PhD) · Class of 2023
23. Stuart T, Hao S, Zhang B, Mekerishvili L, Landau DA, Maniatis S, Satija R, Raimondi I. Nanobody-tethered transposition enables multifactorial chromatin profiling at single-cell resolution. Nature biotechnology. 2022;41(6):806-812. doi: 10.1038/s41587-022-01588-5. PMID: 36536150; PMCID: PMC10272075.
Mentee: Levan Mekerishvili · Physiology, Biophysics & Systems Biology (PhD)
24. Zviran A, Schulman RC, Shah M, Hill STK, Deochand S, Khamnei CC, Maloney D, Patel K, Liao W, Widman AJ, Wong P, Callahan MK, Ha G, Reed S, Rotem D, Frederick D, Sharova T, Miao B, Kim T, Gydush G, Rhoades J, Huang KY, Omans ND, Bolan PO, Lipsky AH, Ang C, Malbari M, Spinelli CF, Kazancioglu S, Runnels AM, Fennessey S, Stolte C, Gaiti F, Inghirami GG, Adalsteinsson V, Houck-Loomis B, Ishii J, Wolchok JD, Boland G, Robine N, Altorki NK, Landau DA. Genome-wide cell-free DNA mutational integration enables ultra-sensitive cancer monitoring. Nature medicine. 2020;26(7):1114-1124. doi: 10.1038/s41591-020-0915-3. PMID: 32483360; PMCID: PMC8108131.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
25. Nam AS, Kim K, Chaligne R, Izzo F, Ang C, Taylor J, Myers RM, Abu-Zeinah G, Brand R, Omans ND, Alonso A, Sheridan C, Mariani M, Dai X, Harrington E, Pastore A, Cubillos-Ruiz JR, Tam W, Hoffman R, Rabadan R, Scandura JM, Abdel-Wahab O, Smibert P, Landau DA. Somatic mutations and cell identity linked by Genotyping of Transcriptomes. Nature. 2019;571(7765):355-360. doi: 10.1038/s41586-019-1367-0. PMID: 31270458; PMCID: PMC6782071.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
26. Gaiti F, Chaligne R, Gu H, Brand RM, Kothen-Hill S, Schulman RC, Grigorev K, Risso D, Kim K, Pastore A, Huang KY, Alonso A, Sheridan C, Omans ND, Biederstedt E, Clement K, Wang L, Felsenfeld JA, Bhavsar EB, Aryee MJ, Allan JN, Furman R, Gnirke A, Wu CJ, Meissner A, Landau DA. Epigenetic evolution and lineage histories of chronic lymphocytic leukaemia. Nature. 2019;569(7757):576-580. doi: 10.1038/s41586-019-1198-z. PMID: 31092926; PMCID: PMC6533116.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
27. . Deep learning mutation prediction enables early stage lung cancer detection in liquid biopsy. 2018. Scopus: 85083951413.
Mentee: Nathaniel Omans · Tri-I Program in Computational Biology & Medicine (PhD)
Postdoc mentee
28. Izzo F, Prieto T, Potenski C, Landau DA. A single-cell lens into the co-evolution of genotypes and phenotypes in cancer. Nature reviews. Cancer. 2026. doi: 10.1038/s41568-026-00970-8. PMID: 42711452.
Mentee: Tamara Prieto · Postdoc mentee
29. Nomura M, Raviram R, Schiffman JS, Bussema L, Lu V, Wheeler N, Lee JJY, Fan Y, Zheng MH, Ruiz F, Danish H, Kellett S, Nusrat L, Chaligne R, Huse JT, Yung WKA, Tanaka S, Saito N, Das S, Potenski C, Landau DA, Suvà ML. Longitudinal changes in DNA methylation in IDH-mutant glioma fuel disease progression through altered cell state differentiation. Nature genetics. 2026;58(7):1651-1660. doi: 10.1038/s41588-026-02642-7. PMID: 42332268; PMCID: PMC13364636.
Mentee: Ronan Chaligne · Postdoc mentee
30. Cheng AP, Rusinek I, Sossin A, Widman AJ, Meiri E, Krieger G, Hirschberg O, Tov DS, Gilad S, Jaimovich A, Barad O, Avaylon S, Rajagopalan S, Potenski C, Prieto T, Yuan DJ, Furatero R, Runnels A, Costa BM, Shoag JE, Assaad MA, Sigouros M, Manohar J, King A, Wilkes D, Otilano J, Malbari MS, Elemento O, Mosquera JM, Altorki NK, Saxena A, Callahan MK, Robine N, Germer S, Evrony GD, Faltas BM, Landau D. Paired plus-minus sequencing is an ultra-high throughput and accurate method for dual strand sequencing of DNA molecules. bioRxiv : the preprint server for biology. 2025. doi: 10.1101/2025.08.11.669689. PMID: 40832334; PMCID: PMC12363824.
Mentee: Dennis Jinglun Yuan · Postdoc mentee
31. Sirenko M, Lee S, Sun Z, Chaligne R, Loghavi S, Asimomitis G, Brierley CK, Bernard E, Cai SF, Myers RM, Nadorp B, Sango J, Lallo M, Levine MF, Domenico D, Arango Ossa JE, Medina-Martinez JS, Menghrajani K, Lasry A, Mims AS, Desai H, Laganson A, Famulare C, Patel M, Lozanski G, Bolton KL, Viny AD, Roshal M, Levine RL, Papapetrou EP, Stein EM, Landau DA, Eisfeld A, Aifantis I, Papaemmanuil E. Deconvoluting clonal and cellular architecture in IDH-mutant acute myeloid leukemia. Cell stem cell. 2025;32(7):1102-1121.e5. doi: 10.1016/j.stem.2025.04.012. PMID: 40409258; PMCID: PMC12857296.
Mentee: Ronan Chaligne · Postdoc mentee
32. Sango J, Carcamo S, Sirenko M, Maiti A, Mansour H, Ulukaya G, Tomalin LE, Cruz-Rodriguez N, Wang T, Olszewska M, Olivier E, Jaud M, Nadorp B, Kroger B, Hu F, Silverman L, Chung SS, Wagenblast E, Chaligne R, Eisfeld A, Demircioglu D, Landau DA, Lito P, Papaemmanuil E, DiNardo CD, Hasson D, Konopleva M, Papapetrou EP. RAS-mutant leukaemia stem cells drive clinical resistance to venetoclax. Nature. 2024;636(8041):241-250. doi: 10.1038/s41586-024-08137-x. PMID: 39478230; PMCID: PMC11618090.
Mentee: Ronan Chaligne · Postdoc mentee
33. Schiffman JS, D'Avino AR, Prieto T, Pang Y, Fan Y, Rajagopalan S, Potenski C, Hara T, Suvà ML, Gawad C, Landau DA. Defining heritability, plasticity, and transition dynamics of cellular phenotypes in somatic evolution. Nature genetics. 2024;56(10):2174-2184. doi: 10.1038/s41588-024-01920-6. PMID: 39317739; PMCID: PMC11527590.
Mentee: Tamara Prieto · Postdoc mentee
34. Widman AJ, Shah M, Frydendahl A, Halmos D, Khamnei CC, Øgaard N, Rajagopalan S, Arora A, Deshpande A, Hooper WF, Quentin J, Bass J, Zhang M, Langanay T, Andersen L, Steinsnyder Z, Liao W, Rasmussen MH, Henriksen TV, Jensen SØ, Nors J, Therkildsen C, Sotelo J, Brand R, Schiffman JS, Shah RH, Cheng AP, Maher C, Spain L, Krause K, Frederick DT, den Brok W, Lohrisch C, Shenkier T, Simmons C, Villa D, Mungall AJ, Moore R, Zaikova E, Cerda V, Kong E, Lai D, Malbari MS, Marton M, Manaa D, Winterkorn L, Gelmon K, Callahan MK, Boland G, Potenski C, Wolchok JD, Saxena A, Turajlic S, Imielinski M, Berger MF, Aparicio S, Altorki NK, Postow MA, Robine N, Andersen CL, Landau DA. Ultrasensitive plasma-based monitoring of tumor burden using machine-learning-guided signal enrichment. Nature medicine. 2024;30(6):1655-1666. doi: 10.1038/s41591-024-03040-4. PMID: 38877116; PMCID: PMC7616143.
Mentee: Alexandre Cheng · Postdoc mentee
35. Izzo F, Myers RM, Ganesan S, Mekerishvili L, Kottapalli S, Prieto T, Eton EO, Botella T, Dunbar AJ, Bowman RL, Sotelo J, Potenski C, Mimitou EP, Stahl M, El Ghaity-Beckley S, Arandela J, Raviram R, Choi DC, Hoffman R, Chaligné R, Abdel-Wahab O, Smibert P, Ghobrial IM, Scandura JM, Marcellino B, Levine RL, Landau DA. Mapping genotypes to chromatin accessibility profiles in single cells. Nature. 2024;629(8014):1149-1157. doi: 10.1038/s41586-024-07388-y. PMID: 38720070; PMCID: PMC11139586.
Mentee: Tamara Prieto · Postdoc mentee
36. Prieto T, Landau DA. A heritable, non-genetic road to cancer evolution. Nature. 2022;601(7891):31-32. doi: 10.1038/d41586-021-03606-z. PMID: 34880486.
Mentee: Tamara Prieto · Postdoc mentee
37. Cheng AP, Landau DA. Lightning does strike twice: leveraging phased variants to enhance minimal residual disease detection. Med (New York, N.Y.). 2021;2(10):1114-1116. doi: 10.1016/j.medj.2021.09.005. PMID: 35590202.
Mentee: Alexandre Cheng · Postdoc mentee
38. Chaligne R, Gaiti F, Silverbush D, Schiffman JS, Weisman HR, Kluegel L, Gritsch S, Deochand SD, Gonzalez Castro LN, Richman AR, Klughammer J, Biancalani T, Muus C, Sheridan C, Alonso A, Izzo F, Park J, Rozenblatt-Rosen O, Regev A, Suvà ML, Landau DA. Epigenetic encoding, heritability and plasticity of glioma transcriptional cell states. Nature genetics. 2021;53(10):1469-1479. doi: 10.1038/s41588-021-00927-7. PMID: 34594037; PMCID: PMC8675181.
Mentee: Federico Gaiti · Postdoc mentee
39. Gu H, Raman AT, Wang X, Gaiti F, Chaligne R, Mohammad AW, Arczewska A, Smith ZD, Landau DA, Aryee MJ, Meissner A, Gnirke A. Smart-RRBS for single-cell methylome and transcriptome analysis. Nature protocols. 2021;16(8):4004-4030. doi: 10.1038/s41596-021-00571-9. PMID: 34244697; PMCID: PMC8672372.
Mentee: Federico Gaiti · Postdoc mentee
40. Nam AS, Chaligne R, Landau DA. Integrating genetic and non-genetic determinants of cancer evolution by single-cell multi-omics. Nature reviews. Genetics. 2020;22(1):3-18. doi: 10.1038/s41576-020-0265-5. PMID: 32807900; PMCID: PMC8450921.
Mentee: Ronan Chaligne · Postdoc mentee
41. Zviran A, Schulman RC, Shah M, Hill STK, Deochand S, Khamnei CC, Maloney D, Patel K, Liao W, Widman AJ, Wong P, Callahan MK, Ha G, Reed S, Rotem D, Frederick D, Sharova T, Miao B, Kim T, Gydush G, Rhoades J, Huang KY, Omans ND, Bolan PO, Lipsky AH, Ang C, Malbari M, Spinelli CF, Kazancioglu S, Runnels AM, Fennessey S, Stolte C, Gaiti F, Inghirami GG, Adalsteinsson V, Houck-Loomis B, Ishii J, Wolchok JD, Boland G, Robine N, Altorki NK, Landau DA. Genome-wide cell-free DNA mutational integration enables ultra-sensitive cancer monitoring. Nature medicine. 2020;26(7):1114-1124. doi: 10.1038/s41591-020-0915-3. PMID: 32483360; PMCID: PMC8108131.
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