Co-authored publications with mentees
Alessio Accardi, PhD · 24 publications across 5 mentees
PhD mentee
1. Feng Z, Alvarenga OE, Di Zanni E, Lee S, Khelashvili G, Accardi A. Calcium dependent activation of the TMEM16F scramblase and ion channel. Nature structural & molecular biology. 2026;33(4):664-676. doi: 10.1038/s41594-026-01789-5. PMID: 41998358; PMCID: PMC13095661.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
2. Chakraborty S, Feng Z, Lee S, Alvarenga OE, Panda A, Zhang S, Bruni R, Khelashvili G, Gupta K, Accardi A. Structure and function of the human apoptotic scramblase Xkr4. Nature communications. 2025;16(1):7317. doi: 10.1038/s41467-025-62739-1. PMID: 40781244; PMCID: PMC12334663.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
3. Chakraborty S, Feng Z, Lee S, Alvarenga OE, Panda A, Bruni R, Khelashvili G, Gupta K, Accardi A. Structure and function of the human apoptotic scramblase Xkr4. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2024.08.07.607004. PMID: 39149361; PMCID: PMC11326236.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
4. Feng Z, Di Zanni E, Alvarenga O, Chakraborty S, Rychlik N, Accardi A. In or out of the groove? Mechanisms of lipid scrambling by TMEM16 proteins. Cell calcium. 2024;121:102896. doi: 10.1016/j.ceca.2024.102896. PMID: 38749289; PMCID: PMC11178363.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
5. Feng Z, Alvarenga OE, Accardi A. Structural basis of closed groove scrambling by a TMEM16 protein. Nature structural & molecular biology. 2024;31(10):1468-1481. doi: 10.1038/s41594-024-01284-9. PMID: 38684930; PMCID: PMC12801940.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
6. Fortea E, Lee S, Chadda R, Argyros Y, Sandal P, Mahoney-Kruszka R, Ciftci HD, Falzone ME, Huysmans G, Robertson JL, Boudker O, Accardi A. Author Correction: Structural basis of pH-dependent activation in a CLC transporter. Nature structural & molecular biology. 2024;31(4):728. doi: 10.1038/s41594-024-01242-5. PMID: 38355726.
Mentee: Yiorgos Argyros · Biochemistry & Structural Biology (PhD) · Class of 2022
7. Fortea E, Lee S, Chadda R, Argyros Y, Sandal P, Mahoney-Kruszka R, Ciftci HD, Falzone ME, Huysmans G, Robertson JL, Boudker O, Accardi A. Structural basis of pH-dependent activation in a CLC transporter. Nature structural & molecular biology. 2024;31(4):644-656. doi: 10.1038/s41594-023-01210-5. PMID: 38279055; PMCID: PMC11262703.
Mentee: Yiorgos Argyros · Biochemistry & Structural Biology (PhD) · Class of 2022
8. Feng Z, Alvarenga OE, Accardi A. Structural basis of closed groove scrambling by a TMEM16 protein. bioRxiv : the preprint server for biology. 2024. doi: 10.1101/2023.08.11.553029. PMID: 37609346; PMCID: PMC10441378.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
9. Feng Z, Alvarenga OE, Accardi A. Structural basis of closed groove scrambling by a TMEM16 protein. Research square. 2023. doi: 10.21203/rs.3.rs-3256633/v1. PMID: 37645847; PMCID: PMC10462188.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
10. Falzone ME, Feng Z, Alvarenga OE, Pan Y, Lee B, Cheng X, Fortea E, Scheuring S, Accardi A. TMEM16 scramblases thin the membrane to enable lipid scrambling. Nature communications. 2022;13(1):2604. doi: 10.1038/s41467-022-30300-z. PMID: 35562175; PMCID: PMC9095706.
Mentee: Omar Alvarenga · Physiology, Biophysics & Systems Biology (PhD)
11. Fortea E, Accardi A. A quantitative flux assay for the study of reconstituted Cl- channels and transporters. Methods in enzymology. 2021;652:243-272. doi: 10.1016/bs.mie.2021.01.026. PMID: 34059284.
Mentee: Eva Fortea Verdejo · Physiology, Biophysics & Systems Biology (PhD) · Class of 2021
12. Leisle L, Xu Y, Fortea E, Lee S, Galpin JD, Vien M, Ahern CA, Accardi A, Bernèche S. Divergent Cl- and H+ pathways underlie transport coupling and gating in CLC exchangers and channels. eLife. 2020;9. doi: 10.7554/eLife.51224. PMID: 32343228; PMCID: PMC7274781.
Mentee: Eva Fortea Verdejo · Physiology, Biophysics & Systems Biology (PhD) · Class of 2021
13. Falzone ME, Accardi A. Reconstitution of Proteoliposomes for Phospholipid Scrambling and Nonselective Channel Assays. Methods in molecular biology (Clifton, N.J.). 2020;2127:207-225. doi: 10.1007/978-1-0716-0373-4_15. PMID: 32112325; PMCID: PMC7297447.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
14. Khelashvili G, Cheng X, Falzone ME, Doktorova M, Accardi A, Weinstein H. Membrane lipids are both the substrates and a mechanistically responsive environment of TMEM16 scramblase proteins. Journal of computational chemistry. 2019;41(6):538-551. doi: 10.1002/jcc.26105. PMID: 31750558; PMCID: PMC7261202.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
15. Khelashvili G, Falzone ME, Cheng X, Lee B, Accardi A, Weinstein H. Dynamic modulation of the lipid translocation groove generates a conductive ion channel in Ca2+-bound nhTMEM16. Nature communications. 2019;10(1):4972. doi: 10.1038/s41467-019-12865-4. PMID: 31672969; PMCID: PMC6823365.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
16. Bushell SR, Pike ACW, Falzone ME, Rorsman NJG, Ta CM, Corey RA, Newport TD, Christianson JC, Scofano LF, Shintre CA, Tessitore A, Chu A, Wang Q, Shrestha L, Mukhopadhyay SMM, Love JD, Burgess-Brown NA, Sitsapesan R, Stansfeld PJ, Huiskonen JT, Tammaro P, Accardi A, Carpenter EP. The structural basis of lipid scrambling and inactivation in the endoplasmic reticulum scramblase TMEM16K. Nature communications. 2019;10(1):3956. doi: 10.1038/s41467-019-11753-1. PMID: 31477691; PMCID: PMC6718402.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
17. Falzone ME, Rheinberger J, Lee B, Peyear T, Sasset L, Raczkowski AM, Eng ET, Di Lorenzo A, Andersen OS, Nimigean CM, Accardi A. Structural basis of Ca2+-dependent activation and lipid transport by a TMEM16 scramblase. eLife. 2019;8. doi: 10.7554/eLife.43229. PMID: 30648972; PMCID: PMC6355197.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
18. Lee B, Khelashvili G, Falzone M, Menon AK, Weinstein H, Accardi A. Gating mechanism of the extracellular entry to the lipid pathway in a TMEM16 scramblase. Nature communications. 2018;9(1):3251. doi: 10.1038/s41467-018-05724-1. PMID: 30108217; PMCID: PMC6092359.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
19. Malvezzi M, Andra KK, Pandey K, Lee B, Falzone ME, Brown A, Iqbal R, Menon AK, Accardi A. Out-of-the-groove transport of lipids by TMEM16 and GPCR scramblases. Proceedings of the National Academy of Sciences of the United States of America. 2018;115(30):E7033-E7042. doi: 10.1073/pnas.1806721115. PMID: 29925604; PMCID: PMC6065010.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
20. Malvezzi M, Andra KK, Pandey K, Lee B, Falzone ME, Brown A, Iqbal R, Menon AK, Accardi A. Out-of-the-groove transport of lipids by TMEM16 and GPCR scramblases. Proceedings of the National Academy of Sciences of the United States of America. 2018;115(30):E7033-E7042. doi: 10.1073/pnas.1806721115. PMID: 29925604; PMCID: PMC6065010.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
21. Falzone ME, Malvezzi M, Lee B, Accardi A. Known structures and unknown mechanisms of TMEM16 scramblases and channels. The Journal of general physiology. 2018;150(7):933-947. doi: 10.1085/jgp.201711957. PMID: 29915161; PMCID: PMC6028493.
Mentee: Maria Falzone · Biochemistry & Structural Biology (PhD) · Class of 2019
22. Falzone ME, Malvezzi M, Lee B, Accardi A. Known structures and unknown mechanisms of TMEM16 scramblases and channels. The Journal of general physiology. 2018;150(7):933-947. doi: 10.1085/jgp.201711957. PMID: 29915161; PMCID: PMC6028493.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
23. Picollo A, Malvezzi M, Accardi A. TMEM16 proteins: unknown structure and confusing functions. Journal of molecular biology. 2014;427(1):94-105. doi: 10.1016/j.jmb.2014.09.028. PMID: 25451786; PMCID: PMC4277903.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
24. Malvezzi M, Chalat M, Janjusevic R, Picollo A, Terashima H, Menon AK, Accardi A. Ca2+-dependent phospholipid scrambling by a reconstituted TMEM16 ion channel. Nature communications. 2013;4:2367. doi: 10.1038/ncomms3367. PMID: 23996062; PMCID: PMC3970400.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
25. Picollo A, Malvezzi M, Accardi A. Proton block of the CLC-5 Cl-/H+ exchanger. The Journal of general physiology. 2010;135(6):653-9. doi: 10.1085/jgp.201010428. PMID: 20513761; PMCID: PMC2888053.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
26. Picollo A, Malvezzi M, Houtman JCD, Accardi A. Basis of substrate binding and conservation of selectivity in the CLC family of channels and transporters. Nature structural & molecular biology. 2009;16(12):1294-301. doi: 10.1038/nsmb.1704. PMID: 19898476; PMCID: PMC2920496.
Mentee: Mattia Malvezzi · Physiology, Biophysics & Systems Biology (PhD) · Class of 2016
Page 
